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pTurboRFP-PRL-destl vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS and MODC amino acids are shown in bold black.

BamH1

Smal |

Apal]

PspOM 11
Sac?|
Xhol Hind3 EcoR1 Sall Kpnl ||
Afel BpuEl Bgl2 | Sacl |BstBl | Pstl] Acc65 1 11
] ] 1 (- (. H 1

TAGTTATTACTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCG

o PerernereEereenenerreeeenere=eee e e reeneeee e e e enreee e ey e eyl 100
ATCAATAATGATCGCGATGGCCTGAGTCTAGAGCTCGAGTTCGAAGCTTAAGACGTCAGCTGCCATGGCGCCCGGGCCCTAGGTGGCCAGCGGTGGTACT
MCS/TurboRFP > L L L|ALPDSDULELWI KULRIILOQSTVZPRARUDU®PUZPV ATWMS

Agel
]
GATCCACCGGTCGCCACCATGA

I
I
I
|
C
|

o e I I ————

I
I
I
}
C
|
G

Bcll BsrG1 ApalLl SpAcc

I I | I
GCGAGCTGATCAAGGAGAACATGCACATGAAGCTGTACATGGAGGGCACCGTGAACAACCACCACTTCAAGTGCACATCCGAGGGCGAAGGCAAGCCCTA
100 THLRREEn =i e e e e e e e e = e e = e e e = e e e =i = e == 200
CGCTCGACTAGTTCCTCTTGTACGTGTACTTCGACATGTACCTCCCGTGGCACTTGTTGGTGGTGAAGTTCACGTGTAGGCTCCCGCTTCCGTTCGGGAT
TurboRFP > E L I KENMHMIKTLYMETGTVNNHIHEFEFTEKTCTSETGTETGTKPY

CGAGGGCACCCAGACCATGAAGATCAAGGTGGTCGAGGGCGGCCCTCTCCCCTTCGCCTTCGACATCCTGGCTACCAGCTTCATGTACGGCAGCAAAGCC
200 RRERRnen= e e e = e =i e e = e e =i e e =i e e = e === 300
GCTCCCGTGGGTCTGGTACTTCTAGTTCCACCAGCTCCCGCCGGGAGAGGGGAAGCGGAAGCTGTAGGACCGATGGTCGAAGTACATGCCGTCGTTTCGG
TurboRFP >E G TQTMZKTI KV VEGGPLPFAFDILATSTFMYGSTKA
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TurboRFP

TurboRFP

TurboRFP

TurboRFP

TurboRFP

Bsu36 SpDon Bbs1

I
TTCATCAACCACACCCAGGGCATCCCCGACTTCTTTAAGCAGTCCTTCCCTGAGGGCTTCACATGGGAGAGAATCACCACATACGAAGACGGGGGCGTGC
O NN NN S NN N e N et NN N NN NN N AR S AN NN NN A NN
AAGTAGTTGGTGTGGGTCCCGTAGGGGCTGAAGAAATTCGTCAGGAAGGGACTCCCGAAGTGTACCCTCTCTTAGTGGTGTATGCTTCTGCCCCCGCACG
>F I NHTQG 11 PDFFIKOQSFPEGFTWETRTITTYETDSGS®GVL

SpDon

|
TGACCGCTACCCAGGACACCAGCTTCCAGAACGGCTGCATCATCTACAACGTCAAGATCAACGGGGTGAACTTCCCATCCAACGGCCCTGTGATGCAGAA
e N N NN g N S A NN S AR R S NN SN RN AN AR NN
ACTGGCGATGGGTCCTGTGGTCGAAGGTCTTGCCGACGTAGTAGATGTTGCAGTTCTAGTTGCCCCACTTGAAGGGTAGGTTGCCGGGACACTACGTCTT
> T ATQDTSFQNGTCTI I YNVYZKTINGVNTFPSNGPVMDQK

Sfil Bsgl
BseY1 Bgll BssS1 |

|
GAAAACACGCGGCTGGGAGGCCAACACCGAGATGCTGTACCCCGCTGACGGCGGCCTGAGAGGCCACAGCCAGATGGCCCTGAAGCTCGTGGGCGGGGGC
SO N R S NN N S NN S N N N A BN S NN N NN S AN NN N
CTTTTGTGCGCCGACCCTCCGGTTGTGGCTCTACGACATGGGGCGACTGCCGCCGGACTCTCCGGTGTCGGTCTACCGGGACTTCGAGCACCCGCCCCCG
>K TRGWEANTEMLY®PADGG GTLRGHSIQMALTIKTLVG GG

BspM1 PFIM1 SpAcc
Eco57 Btsl1BfuAl BpuEl Dra3 PFIM1

I
TACCTGCACTGCTCCTTCAAGACCACATACAGATCCAAGAAACCCGCTAAGAACCTCAAGATGCCCGGCTTCCACTTCGTGGACCACAGACTGGAAAGAA
L N NN S N e NN NN N e NN S NN S NN RN S NN RN N RN
ATGGACGTGACGAGGAAGTTCTGGTGTATGTCTAGGTTCTTTGGGCGATTCTTGGAGT TCTACGGGCCGAAGGTGAAGCACCTGGTGTCTGACCTTTCTT
>Y LHCSFKTTYRSI KT KPAKNLTIKMPGFHFVDHR RTLER.I

Bsal PshAl BssS1 Mscl Scal SpAcc Bmrl BspEl

|
TCAAGGAGGCCGACAAAGAGACCTACGTCGAGCAGCACGAGATGGCTGTGGCCAAGTACTGCGACCTCCCTAGCAAACTGGGGCACAGAGATGAATCCGG
LA NN S N N S NNl NN S NN S NN N NN RN S NN R NN N NN NN
AGTTCCTCCGGCTGTTTCTCTGGATGCAGCTCGTCGTGCTCTACCGACACCGGTTCATGACGCTGGAGGGATCGTTTGACCCCGTGTCTCTACTTAGGCC
> KEADI KETYVEQHEMAVYAKYT CDTLTPSZKTLTGHTRTDESG

400

500

600

700

800
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Nael
SgrAl |
Bgl2 Ncol NgoM4 | BsrB1

| I
ACTCAGATCTCGAATCAGCCATGGCTTCCCGCCGGCGGTGGCGGCGCAGGATGATGGCACGCTGCCCATGTCTTGTGCCCAGGAGAGCGGGATGGACCGT

O R S N NN S NN S NN N NN NN NS RN AR S NN
TGAGTCTAGAGCTTAGTCGGTACCGAAGGGCGGCCGCCACCGCCGCGTCCTACTACCGTGCGACGGGTACAGAACACGGGTCCTCTCGCCCTACCTGGCA

MODC >L R SR I S HGFUPWPAVAAQDUDTGTLUPMSTCAQESGMDR

BStAP
Pstl | Eagl Xbal BsaB1 SpDon

l
CACCCTGCAGCCTGTGCTTCTGCTAGGATCAATGTGTAGGATCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTT

L NN S R N S NN A N NN S N N S AN NN N NN NN S NN RN NS NN NR NN
GTGGGACGTCGGACACGAAGACGATCCTAGTTACACATCCTAGCCGGCGCTGAGATCTAGTATTAGTCGGTATGGTGTAAACATCTCCAAAATGAACGAA

MODC >H P A ACAS AR I NV *

Bsml
Dral Mfel] Hpal polyA Psil polyA

TAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAG

KOO RN S NN N g N N NN NN St NN NN NN S NN NN S NN RN NN RN RN
ATTTTTTGGAGGGTGTGGAGGGGGACTTGGACTTTGTATTTTACTTACGTTAACAACAACAATTGAACAAATAACGTCGAATATTACCAATGTTTATTTC

polyA Btsl Bsml AFI2 SpDon
I [
CAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAAGGCGTAAATTGTAAG
RO R N N NN S NN S N S NN S NN NN S NN NN NN S NN NN S NN NN NN R RN NN U RN
GTTATCGTAGTGTTTAAAGTGTTTATTTCGTAAAAAAAGTGACGTAAGATCAACACCAAACAGGTTTGAGTAGTTACATAGAATTCCGCATTTAACATTC
Sspl Psil
I
CGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAA

KO N N N NN N S NN NN RN S NN G NNt RN NN N S NN RN RN AN
GCAATTATAAAACAATTTTAAGCGCAATTTAAAAACAATTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATTTAGTTTTCTT

900

1000

1100

1200

1300
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1301

1401

1501

1601

1701

BsaXb Drdil BsaXa

|
TAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGG

NN NN N G RNt NN RN N S NNt NN NN NN Sy NN NN NN NN
ATCTGGCTCTATCCCAACTCACAACAAGGTCAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAGGTTGCAGTTTCCCGCTTTTTGGCAGATAGTCC

Btgz1l
Dra3| SpAcc

I
GCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAG

N S NN N N NN NN S NN S N N NN NN S RN NN NN AN R NI
CGCTACCGGGTGATGCACTTGGTAGTGGGATTAGTTCAAAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGGGGGCTAAATC

Nael
NgoM4 | BsrB1

| 1 |
AGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGE

N g N N S NNl N NN S NN NN RN NN NS NN NN
TCGAACTGCCCCTTTCGGCCGCTTGCACCGCTCTTTCCTTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCAGTGCGACGCG

polyA

I
GTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCT

N s N R R N NN S N R S N NN NN S SRR RN NS NN RN N
CATTGGTGGTGTGGGCGGCGCGAATTACGCGGCGATGTCCCGCGCAGTCCACCGTGAAAAGCCCCTTTACACGCGCCTTGGGGATAAACAAATAAAAAGA

BciVvl
BspH1 | Ecil
BsrBl | | Sspl Earl Bsu36 Pvu2 |

| I
AAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTCCTGAGGCGGAAAGAACCAGCTG

RN S NN NN NN NN S RN NN S AN NN N RN NN S NN NN NS NN NN O
TTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTTCTCAGGACTCCGCCTTTCTTGGTCGAC

1400

1500

1600

1700

1800
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1801

1901

Nsil
Sphl |
BfrB1 |
BseY1l BstAP | | SexAl

| I
TGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAA

N N Sy RN e NN N S NN NN S AN NN S NN RN AR
ACCTTACACACAGTCAATCCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTCCACACCTT

Nsil
Sphl |
BfrBl |
BseY1 BstAP | | Ecil Ecil

I | I
AGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAAC

R S Nyt BN S RN S AN NN S RN NN NN S NN NN NN AN NN N
TCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTATCAGGGCGGGGATTGAGGCGGGTAGGGCGGGGATTG

Ecil Sfil
Bmrl] Ecil Ncol polyA Bgll SpDon

2001

2101

2201

I I | I
TCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAG

N N R Nt Bl N RN NN NN S RN NN RS NN NN
AGGCGGGTCAAGGCGGGTAAGAGGCGGGGTACCGACTGATTAAAAAAAATAAATACGTCTCCGGCTCCGGCGGAGCCGGAGACTCGATAAGGTCTTCATC

Avr2
Stul] BspM1
BseR1 || Clal BsaB1 BfuAl

I | I
TGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGT

NN S AN N R N N N S NN S NN NN S RN RN RSN NN NN NN
ACTCCTCCGAAAAAACCTCCGGATCCGAAAACGTTTCTAGCTAGTTCTCTGTCCTACTCCTAGCAAAGCGTACTAACTTGTTCTACCTAACGTGCGTCCA

Narl
Eagl Bmrl Kasl]

|
TCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGL

RN g N N R N R N N G NN S AN R NN RN S NN RN N NN NN N
AGAGGCCGGCGAACCCACCTCTCCGATAAGCCGATACTGACCCGTGTTGTCTGTTAGCCGACGAGACTACGGCGGCACAAGGCCGACAGTCGCGTCCCCG

1900

2000

2100

2200

2300
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Drdil Mscl

| I
GCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTG

2301 LHEREREE =t e e e e e e = e e =i e e =t e = = e == 2400
CGGGCCAAGAAAAACAGTTCTGGCTGGACAGGCCACGGGACTTACTTGACGTTCTGCTCCGTCGCGCCGATAGCACCGACCGGTGCTGCCCGCAAGGAAC

Pvu2
Fspl | PFIF1 Eco57 SpDon

I I I
CGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCC

2401 THLRRERRE=ERn e e e e e = e e e e = e e e = e e e = e =t ee e e = e == 2500
GCGTCGACACGAGCTGCAACAGTGACTTCGCCCTTCCCTGACCGACGATAACCCGCTTCACGGCCCCGTCCTAGAGGACAGTAGAGTGGAACGAGGACGG

Btgz1l
BspM1 |
BciVvl BsrD1 BfuAl |

I I
GAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAG

2501 THLEREEEr=e e e e e e e e e e e e = e e e = e e = e = e === 2600
CTCTTTCATAGGTAGTACCGACTACGTTACGCCGCCGACGTATGCGAACTAGGCCGATGGACGGGTAAGCTGGTGGTTCGCTTTGTAGCGTAGCTCGCTC

Sapl
Earl BpuE1l

I |
CACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAG

2601 THLREREEE=ERn =i e e e e = e e e e = e e e = e e e = e e e =i e e = e == 2700
GTGCATGAGCCTACCTTCGGCCAGAACAGCTAGTCCTACTAGACCTGCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGACAAGCGGTCCGAGTTCCGCTC

Sph1l Ncol Btgzl NgoM4

I
CATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGC

2701 THHRREEEE=e e e e e e = e e = e e e = e e = = e === 2800
GTACGGGCTGCCGCTCCTAGAGCAGCACTGGGTACCGCTACGGACGAACGGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAAGTAGCTGACACCG

BseY1 Sapl
Nael | Rsr2 Ecil Earl Eco57 BssS1

I I I I I I
CGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCCAATGGGCTGACCGCTTCCTCGTGCTTT

2801 TLLREERRr=ERn e =i e = e e e e = e e e =i e = e =i e = e =i 2900
GCCGACCCACACCGCCTGGCGATAGTCCTGTATCGCAACCGATGGGCACTATAACGACTTCTCGAACCGCCGCTTACCCGACTGGCGAAGGAGCACGAAA

6
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2901

3001

3101

polyA
|

3201

3301

Btgzi
BsrB1 | BsrB1 BstB1

| I
ACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCG

R S N N St NN NN NN N S NN NN NN S NN R RN SN N NN
TGCCATAGCGGCGAGGGCTAAGCGTCGCGTAGCGGAAGATAGCGGAAGAACTGCTCAAGAAGACTCGCCCTGAGACCCCAAGCTTTACTGGCTGGTTCGC

BssS1 Nael
BspM1 NgoM4 |
BfuAl SpAcc Bpml |

ACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCC

N S NN NN NN N N G AN S NN NN NN S NN NN N NN AN
TGCGGGTTGGACGGTAGTGCTCTAAAGCTAAGGTGGCGGCGGAAGATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCTGCGGCCGACCTACTAGGAGG

Bpml
SpAcc |
Avr2 |

AGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGC

N N R S NN N N NN S NN RN SRR NN NS AR NN
TCGCGCCCCTAGAGTACGACCTCAAGAAGCGGGTGGGATCCCCCTCCGATTGACTTTGTGCCTTCCTCTGTTATGGCCTTCCTTGGGCGCGATACTGCCG

polyA Bsal
I
AATAAAAAGACAGAATAAAACGCACGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCC
RN S R NN S N S R S NN S NN NN N RN NN
TTATTTTTCTGTCTTATTTTGCGTGCCACAACCCAGCAAACAAGTATTTGCGCCCCAAGCCAGGGTCCCGACCGTGAGACAGCTATGGGGTGGCTCTGGEG
SpDon
|
CATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAGGLCC

RN S N RN S RN NN S AN S N NN S NN RN NN NN
GTAACCCCGGTTATGCGGGCGCAAAGAAGGAAAAGGGGTGGGGTGGGGGGTTCAAGCCCACTTCCGGGTCCCGAGCGTCGGTTGCAGCCCCGCCGTCCGG

3000

3100

3200

3300

3400
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BSTAP
AlwN1

3401

3501

3601

3701

3801

Ap

3901

Bsu36 Dral Dral BspH1

| | | |
CTGCCATAGCCTCAGGTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCAT

R g N N N g N N NN N S NN NN S AN NN NN NN S RN R RN N NN RN NI
GACGGTATCGGAGTCCAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTA

BpuEl
I
GACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATC
R NN RN S N S NN S NN S NN NN NN NN N NN RN RN NS NN
CTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAG
Eco57
|
TGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAG
R R N N R S NN S NS NN RN NN NN AN
ACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTC
SpAcc
I
CGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTT
R R N S NN S N S RN S NN S NN NN NN NS NN
GCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAA
AlwN1 BpuEl
I I
ACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGT
N N g N S N S RN NN
TGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCA
aLl BseY1 SpAcc
|
TCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGG

NN S NN s N S B N N NN S RN RN S NN NN NS NN NN
AGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCC

3500

3600

3700

3800

3900

4000



www.evrogen.com

4001

4101

4201

BciVvi
Ecil | BssS1 SpAcc

| I
CGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCG

PR e = e = e e e e =i e = e e e = =t e =™ 4100
GCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCCAAAGC

Drdl BpuEl SpAcc Ecil

CCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTT

LR e = e e = e e e e= e e =i e = e e =i =t e =™ 4200
GGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAA

SpDon Nsil
BspLU] BfrBl |

1 | 1
TGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

LR = e e =i e = e e e e = e =i 4275
ACGACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGTACGTA
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Found:

Acc65 Afel ATI2 Agel  AlwN1 Apal ApalLl Avr2 BamH1 Bbs1 BciVvl Bcll BfrB1l BfuAl
Bgll Bgl2 Bmril Bpml BpuEl Bsal BsaB1 BsaXa BsaXb BseR1 BseY1l Bsgl Bsml BspEl
BspH1 BspLU BspM1 BsrB1 BsrD1 BsrG1 BssS1 BStAP BstB1 Bsu36 BtgZl Btsl Clal Dral
Dra3 Drdl Eagl Earl Ecil Eco57 EcoR1 Fspl Hind3 Hpal Kasl Kpnl Mfel Mscl
Nael Narl Ncol  NgoM4 Nsil PFIF1 PFfIM1 polyA PshAl Psil PspOM Pstl Pvu2 Rsr2
Sacl Sac? Sall Sapl Scal SexAl Sfil SgrAl Smal SpAcc  SpDon Sphl Sspl Stul
Xbal Xhol

Unique:
Acc65 Afel AFI2 Agel Apal BamH1 Bbs1 Bcll BsaXa BsaXb BseR1 Bsgl BspEl BspLU

BsrD1 BsrG1 Clal EcoR1 Fspl Hind3 Hpal Kasl Kpnl Mfel Narl PFIF1 PshAl PspOM
Rsr2 Sacl Sac2 Sall Scal SexAl  SgrAl Smal Stul Xbal Xhol

Not found:
Aarl Aat2 Acll Ahdl Alel Ascl Asel AsiS1 Baela Baelb BbvCl Bcgla Bcglb Blpl
BmgB1 BpulO BsiWl BsmB1 BssH2 BstE2 BstX1 BstZ1l _Chi EcoK EcoN1 EcoRV ScFRT Fsel
FspAl I_Ceu loxP MIul Ndel Nhel Notl Nrul Pacl Pmel Pmil Pvul  SanD1 Sbfl

Sgfl SnaB1 Spel Srfl Swal T3RNA  T7RNA  T7Ter P1Sce Xcml Xmnl
Excluded by site complexity:

Accl Acil AFI3 Alul Alwl Apol Aval Ava2 Banl Ban2 Bbvl BceAl Bfal Bmel5
BsaAl BsaHl BsaJl BsaWl BseM2 BsiEl BsiH1 Bsll BsmAl BsmFl Bspl2 BspCa BspCb Bsrl
BsrF1 BssK1 BstF5 BstN1 BstUl BstY1l Btgl Cac8 CviJl Ddel Eael Eco01 Faul Fnu4H

Fok1l Hae2 Hae3 Hgal Hhal Hinc2 Hinfl HinPl Hpa2 Hphl  Hpy99 Hpyl Hpy3  HpyC3
HpyC4  HpyC5 Mae3 Mbo2 Mnll Msel Msll MspAl Mwol Ncil Nla3 Nla4 Nspl Plel
PpuMm1 Rsal Sau3A  Sau96  SfaNl Sfcl Smil Styl Taql Tatl TFil Tsel Tsp45  Tsp50
TspR1

10



