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pJRed-PRL vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.

Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please

refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS shown in black.

JRed

JRed

BanmH1
Smal
Apal| |
PspOM || |
Sac?| [] |
Xhol H nd3 EcoR1l Sal 1 Kpnl || [ ]
ﬁﬁel BpuEl Bgl2 | Sacl | Bst B1 | Pst 1] Acc65 | [ ] [] | Agel Ncol
I I I II I I | | 11 | I |
1 T 1
TAGTTATTACTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGG
Lo er = e et e e e et = e e =t e et e =t e e e e e e e e e e e e e 100
ATCAATAATGATICGCGATGGCCT GAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GECGECCCEEECCCTAGGT GEGCCAGCGGT GGTACC
> L L LALPDSU DL ETLI KTILIRI L QSTVZPRARIDUZPZPVATWM
Al el
I
ACGAGGATGGT TCAGAGGGECGGECCCCGECCCT GTTCCAGAGCGACAT GACCTTCAAAAT CTTCAT CGACGGCGAGGT GAACGGCCAGAAGT TCACCATCGT
00 [ [LEEEPEr=r et et e =t et et =eer e r<ere e et e e e e e e e 200
TGCTCCTACCAAGT CTCCCGCCGGEEECEEGACAAGGT CTCCGCTGTACT GGAAGT TTTAGAAGT AGCT GCCGCTCCACT TGCCGGT CTTCAAGT GGTAGCA
>D E D GSEGGPALFQSDMTU FI K1 FI1I DGEVNSGOQQKUFTI1I V
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JRed

JRed

JRed

JRed

JRed

201

301

401

>

501

601

>

Bsal
Apal1l Dr a3| Pf 1 ML

| || |
GGCCGACGGECAGCAGCAAGT TCCCCCACGGCGACT TCAACGT GCACGCCGT GT GCGAGACCGGCAAGCT GCCCAT GAGCT GGAAGCCCATCTGCCACCTG

R R A R A R N A RN A A vy
CCGGCTGCCGTCGT CGT TCAAGGGGGT GCOGCT GAAGT TGCACGT GCGGCACACGCT CTGGCCGT TCGACGGGTACT CGACCT TCGGGT AGACGGT GGAC
A DGSSKFPHGDTFNVHAVCETSGKTLPMSWKTPI CHIL

BpulO
I
ATCCAGTACGGCGAGCCCTTCTTCGCCCGCTACCCCAACGGCATCAGCCACT TCGCCCAGGAGT GCT TCCCCGAGGGCCTGAGCATCGACCGCACCGTGC
R R R R R R R N R e R N N R R N E N AR AR A vy
TAGGT CATGCCGCT CGGGAAGAAGCGGECGAT GGGGT TGCCGT AGT CGGT GAAGCGGGT CCTCACGAAGGGGECTCCCGGACT CGTAGCT GGCGT GBCACG
I QY GEPFFARYPNGI SHFAQET CZFWPEGL SI DRTV

BspML
Bf uAl
Alel Aarl

| |
GCTTCGAGAACGACGGCACCAT GACCAGCCACCACACCT ACGAGCT GGACGGECACCT GCGT GGT CAGCCGCAT CACCGT GAACT GCGACGGCT TCCAGCC

U e R e R R A A A R R R A ey
CGAAGCTCTTGCTGCCGT GGTACT GGT CGGT GGT GT GGAT GCTCGACCT GCCGT GGACGCACCAGT CGECGTAGT GGCACT TGACGCT GCOGAAGGT CGG
RFENDGTMTSHHTYELDGTT CVVSRI TVNCDGTFUQFP

_Chi
Pf1 ML |
Pvu2 | | Bsal BspLU Pvu2

| I I I
CGACGGCCCCATCAT GOGOGACCAGCT GGTGGACATCCT GCCCAACGAGACCCACAT GT TCCCCCACGGECCCCAACGCCGT GCGCCAGCT GGCCTTCATC

R R A R R Rt AR R AR AR AR ey
GCTGCCGGGGTAGT ACGOGCT GGTCGACCACCT GTAGGACGGGT TGCTCTGGGT GTACAAGGGGGT GCCGGGGT TGCGGCACGCGGT CGACCGGAAGTAG
DGPI MRDQLVDI LPNETHMFPHGPNAVYRI QLATF.I

Dr a3

|
GCCTTCACCACCGCCGACGEECGEECCT GAT GATGGEGCCACT TCGACAGCAAGAT GACCT TCAACGGECAGCCGECGCCAT CAAGAT CCCCGECCCCCACTTCG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*700
CCGAAGT GGT GBOGGCT GOCGCCGGACT ACTACCCGGT GAAGCTGT CGT TCTACT GGAAGT TGCCGT CGECGOGGT AGT TCTAGGGGECCGGEGGT GAAGC
GFTTADGGLMMGHFDSKMTFNGSRAIKIPGPHF
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P 1 Bst E2 Dr a3

| | |
TGACCATCATCACCAAGCAGAT GAGGGACACCAGCGACAAGCGCGACCACGT GT GCCAGCGCGAGGT GACCTACGCCCACAGCGT GCCCCGCATCACCAG

R R A R R A A AN AR R RN AR
ACTGGTAGTAGTGGT TCGTCTACT CCCTGT GGTCGCT GT TCGCGCT GGT GCACACGGT CGCGCT CCACT GGAT GOGGGT GTCGCACGGGEECGTAGTGGTC
V71 1 TKQMRDTS SDIKRDHVYCQREVTYAHSVZPRI TS

Not 1
Eagl Xbal BsaBl1 Dral

| | |
CGCCATCGGT AGCGACGAGGAT TAAAGCGGCCCCGACT CTAGATCATAAT CAGCCATACCACATTTGTAGAGGT TTTACT TGCTTTAAAAAACCT CCCAC

R R R R Rt N N N N AN AR AN
GCGGTAGCCATCGCT GCTCCTAAT TTCGCCGGCGCT GAGATCTAGT AT TAGT CGGTAT GGTGT AAACAT CTCCAAAATGAACGAAAT TTTTTGGAGGGTG
Al G S DE D *

Bsmil
M el| Hpal Psi 1

|
ACCTCCCCCTGAACCT GAAACATAAAATGAATGCAATTGI TGT TGT TAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCAT CACAAA

R R A R N R N AN RNE R R nEEA AR
TGGAGGGGGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAAT TGAACAAATAACGT CGAATAT TACCAATGT TTATTTCGT TATCGTAGIGTTT

Btsl Bsmil Afl 2 Sspl

I I I I
TTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGT TGTGGT TTGT CCAAACT CATCAATGTATCTTAAGGCGTAAATTGTAAGCGT TAATATTTTGTT

N R R N N N R N N N RN E N NN A RN
AAAGTGTTTATTTCGT AAAAAAAGT GACGT AAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAAT TCCGCAT TTAACAT TCGCAATTATAAAACAA

Psi 1
I
AAAATTCCCGT TAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGEG

R R R A Rt N AR n N N mEEN R mEE R
TTTTAAGCGCAATTTAAAAACAAT TTAGT CGAGT AAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCTCTATCCC

BsaXb Drdl BsaXa

| | |
TTGAGTGTTGTTCCAGI TTGGAACAAGAGT CCACTATTAAAGAACGT GGACT CCAACGT CAAAGGEGECGAAAAACCGT CTATCAGGGECGATGECCCACTAC

R R R R N N N R A A N AN AR AR
AACTCACAACAAGGT CAAACCT TGT TCTCAGGTGATAATTTCT TGCACCT GAGGT TGCAGT TTCCCGCT TTTTGGCAGATAGT CCCGCTACCGGGTGATG
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Dr a3
|
GTGAACCATCACCCTAATCAAGT TTTTTGGGEGT CGAGGT GCCGTAAAGCACTAAAT CGGAACCCTAAAGGGAGCCCCCGATTTAGAGCT TGACGGGGAAA

KO N R R R A A N N NN AR RNE RN AR m AR
CACTTGGT AGTGGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGTGAT T TAGCCT TGGGAT TTCCCT CGGEGGCTAAAT CTCGAACTGCCCCTTT

Nael
NgoM4 | Bsr Bl

| | |
GCCGGCGAACGT GECGAGAAAGGAAGGEGAAGAAAGCGAAAGGAGCGEECECT AGGECGECT GECAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCC

O R T R e R R A A N R AR A AR
CGGCOGCTTGCACCGCTCTTTCCT TCCCTTCT TTCGCT TTCCTCGCCOGCGAT COCGCGACCGT TCACAT CGOCAGT GOGACGCGCAT TGGT GGT GTGRG

GCCGCGCT TAAT GCGCCGCT ACAGGEGECGCGT CAGGT GGCACT TTTCGGGEGAAAT GTGCGCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATA

1501 ||I||II||*I||I||II|*II||I|||I*|II||I|||*||II||II|*I||II||II*|I||II||I*||I|||I||*I||I|||I|*II||II||I*
CGGCGCGAAT TACGCGGCGAT GTCCCGCGCAGT CCACCGT GAAAAGCCCCT TTACACGCGCCT TGGGGATAAACAAATAAAAAGATTTATGTAAGT TTAT
Bci V1
BspHl | Eci 1
BsrBl1 | | Sspl Earl Bsu36 Pvu2 |

|1 | | |
TGT ATCCGCT CATGAGACAAT AACCCT GATAAAT GCTTCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GTGGAATGTGTGTCAG

KO N N Nt R R N A N AN AN AR ANRN RN
ACATAGGCGAGTACTCTGT TATTGGGACTATTTACGAAGT TATTATAACT TTTTCCTTCTCAGGACT CCGCCT TTCTTGGT CGACACCTTACACACAGTC

Nsi 1
Sphl |
Bf rBl |
BseYl Bst AP | | SexAl BseYl

| |11 | |
TTAGGGT GT GGAAAGT COCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCAT CT CAAT TAGT CAGCAACCAGGT GT GGAAAGT CCCCAGGCTCCC

O N N R R R R R R R NN NN RN RAE NN m
AATCCCACACCT TTCAGGGGT CCGAGGGGT CGTCCGT CTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGTCCACACCT TTCAGGGGT COGAGGG
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Nsi 1
Sphl |
Bf rBl | Eci 1
Bst AP | | Eci 1 Eci 1 Bnr 1| Eci 1

|1 | | || |
CAGCAGGCAGAAGT ATGCAAAGCAT GCATCTCAAT TAGT CAGCAACCATAGT CCOGCCCCTAACT COGCCCATCOCGCCCCT AACT COGCCCAGT TCOGC

KO R R N R R R R N R N NN RE NN ey
GTCGTCCGT CTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT AT CAGGGCGGGGAT TGAGGOGGGT AGGGCGEGGAT TGAGGCGEGT CAAGECG

Sfil
Ncol Bgl 1

| |
CCATTCTCCGCCCCATGGECTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCT CGECCTCTGAGCTATTCCAGAAGTAGT GAGGAGECTTTTTT

KO R R R N N N A R AN AN M RN TN AN Y vy
GGTAAGAGGCGGGGT ACCGACT GATTAAAAAAAAT AAAT ACGT CT CCGGCT CCGBOGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAA

Avr 2
St ul] BspML
BseRlL || dal BsaBl Bf uAl Eagl

| 1 | | | |
GGAGGCCTAGGCT TTTGCAAAGAT CGAT CAAGAGACAGGAT GAGGAT CGT TTCGCAT GATTGAACAAGAT GGAT TGCACGCAGGT TCTCCGECCGCTTGG

2001 [ LLEEeerse e = e e e e e e e e e e e e e i 2200
CCTCOGGAT CCGAAAACGT TTCTAGCTAGT TCTCTGTCCTACTCCTAGCAAAGCGTACTAACT TGT TCTACCTAACGT GOGT CCAAGAGGCCGGCGAACC

Nar 1
Bnr 1 Kas1|

| | |
GTGGAGAGGCTATTCGGCTAT GACT GGGCACAACAGACAAT CGECT GCTCTGAT GCCGCCGT GT TCCGGECT GTCAGCGCAGGGEECGCCCGET TCTTTTTG

O B N R R R e R N N R NN AR A AN Y vy
CACCTCTCCGATAAGCCGATACTGACCCGTGT TGT CTGT TAGCCGACGAGACT ACGECGGCACAAGGCCGACAGT CGCGT CCCCGOGGEGCCAAGAAAAAC

Pvu2
Drdl Mscl Fspl |

| |
TCAAGACCGACCT GT CCGGT GCCCTGAAT GAACT GCAAGACGAGGCAGCGCGGECTAT CGT GECTGECCACGACGGEGECGT TCCT TGCGCAGCTGT GCTCGA

s N N N R R e R N AR AR AR A A A N ey
AGT TCTGGCT GGACAGGCCACGGGACT TACT TGACGT TCTGCT COGT CGCGOCGAT AGCACCGACCGGT GCTGCCOGCAAGGAACGCGT CGACACGAGCT
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Pfl F1 Eco57

| |
CGTTGI CACT GAAGCGGGAAGGGACT GGCT GCTAT TGGECGAAGT GCCGGEGEECAGGATCTCCTGT CATCTCACCT TGCT CCTGCCGAGAAAGTATCCATC

Lo B R R R Rt R R AR AN A AN AN A sy
GCAACAGT GACT TCGCCCT TCCCTGACCGACGATAACCCGCT TCACGGOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCTCTTTCATAGGTAG

BspML
Bci V1 Bsr D1 Bf uAl

| | |
ATGGCTGATGCAAT GCGGECGGECT GCATACGCT TGAT CCGGCT ACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACTCGGATGG

e R R A N A R R N AR AN AN N sy
TACCGACTACGT TACGCCGCCGACGT AT GCGAACT AGGCCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGT AGCGT AGCTCGCT CGT GCATGAGCCTACC

Sapl
Ear 1 BpuEl Sph1

| | |
AAGCCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCAT CAGGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGECGA

O N R N R R N R R AN AN AN A AN AR A Reaeey
TTCGGOCAGAACAGCTAGT CCTACTAGACCTGCT TCTCGT AGT COCCGAGCGCGGT CGGCT TGACAAGCGGT COGAGT TCOGCT CGTACGGGCTGCCGLT

BseYl
Nael
Ncol NgoM4d | |
| |||
GGATCTCGT CGT GACCCAT GGCGATGCCTGCT TGCCGAATAT CATGGT GGAAAAT GGCCGCT TTTCTGGAT TCATCGACT GT GECCGECT GEGT GTGECG

LS B N R R R N A N R AR A N ey
CCTAGAGCAGCACT GGGTACCGCTACGGACGAACGGCT TATAGTACCACCT TTTACCGGCGAAAAGACCT AAGT AGCT GACACCGGCCGACCCACACCGC

Sapl
Rsr 2 Eci 1 Ear 1 Eco57 BssS1 Bsr B1

| | | | | |
GACCGCTATCAGGACATAGCGT TGECTACCCGT GATAT TGCT GAAGAGCT TGECGEGCGAATGEECTGACCECT TCCTCGT GCTTTACGGTATCGCCECTC

O B R N R R N A R AN A RN AN A A N ey
CTGGOGATAGTCCT GTATCGCAACCGAT GGGCACTATAACGACT TCTCGAACCGOCGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCATAGCGGOGAG

Bsr B1 Bst B1
| |
CCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGT TCTTCT GAGCGGEGACT CTGGGGET TCGAAAT GACCGACCAAGCGACGCCCAACCTGCCA
2801 [ [ LLEEEEI=TEt =ttt et ettt =rre et = er et = e e == er e 2900
GGCTAAGCGT CGCGTAGCGGAAGAT AGCGGAAGAACT GCTCAAGAAGACT CGCCCTGAGACCCCAAGCTTTACTGECTGGT TCGCTGCGGGT TGGACGGT

6



www.evrogen.com

BssS1 Nael
BspML NgoM4 |
Bf uAl Bpnil |

2901

3001

3101

3201

3301

3401

| | |
TCACGAGATTTCGAT TCCACCGCCGCCT TCTATGAAAGGT TGGGECT TCGGAATCGT TTTCCGGGACGCCGEGECT GGAT GATCCTCCAGCGCGEEEGATCTCA

|II|II|II*II|II|III*I|II|II|I*III|II|II*II|II|III*I|II|II|I*III|II|II*II|II|II|*I|II|II|I*|II|II|II*
AGTGCTCTAAAGCTAAGGT GGCGGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGBOCGACCTACT AGGAGGT CGOGCCCCTAGA!

Bpmni
Avr2 |
||
TGCTGGAGT TCT TCGCCCACCCT AGGGCGAGGECTAACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCT ATGACGGCAATAAAAAGACAGAA

R R R R R N N AN RN
ACGACCTCAAGAAGCGGGT GBGAT COCCCT COGATTGACT TTGTGCCT TCCTCTGT TATGGCCT TCCT TGEECGCGATACTGCCGT TATTTTTCTGICTT

Bsal

|
TAAAACGCACGGT GT TGGGT CGT TTGI TCATAAACGCGGEGEGT TCGGT CCCAGGECTGECACT CTGT CGATACCCCACCGAGACCCCAT TGGEGGCCAATAC

N R A R N RN N NN RN A RN R ERARE RN
ATTTTGOGT GCCACAACCCAGCAAACAAGT AT T TGCGCCCCAAGCCAGGGT COCGACCGT GAGACAGCT AT GGGGT GBCT CTGEGGTAACCCCGGT TATG

Bst AP
Al wN1 Bsu36

|
GCCCCCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGEGEGT GAAGECCCAGGEGECT CGCAGCCAACGT CEGGEECEECAGGCCCTGCCATAGCCTCAG

R R R A R R R N Rt N AR R N R N N AR RN N RRAR RN
CGGGOGCAAAGAAGGAAAAGGGGT GBGGT GBGEGGGT TCAAGCCCACT TCOGGGT COCGAGOGT CGGT TGCAGCCCCGCCGT CCGGGACGGTATCGGAGT C

Dral Dral BspHL

| | |
GITACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTA

U R R R e T N R st RN RN E NN AR A EN R nEEE R EERRAAN N
CAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAAT TTTCCTAGAT CCACT TCTAGGAAAAACTAT TAGAGT ACTGGT TTTAGGGAAT

BpuEl

|
ACGTGAGITTTCGI TCCACT GAGCGT CAGACCCCGT AGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCT TGCAAACA
U R A R A R R N AR RN R RN S AR A N R A RN AR RN
TGCACTCAAAAGCAAGGT GACT CGCAGT CTGEGGCATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCCGCAT TAGACGACGAACGT TTGT
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Eco57

|
AAAAAACCACCGCTACCAGCGGTGGT TTGT TTGCCGGAT CAAGAGCTACCAACTCTTTT TCCGAAGGT AACT GGCT TCAGCAGAGCGCAGATACCAAATA

O N R A R AR N N N AN AR AN RN A AR TN ey
TTTTTTGGT GGOGAT GGT CGCCACCAAACAAACGGCCTAGT TCTCGAT GGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGTCTCGOGT CTATGGT TTAT

Al wN1

|
CTGICCTTCTAGI GTAGCCGT AGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGTGGCTGCTGC

Lo B N R R R R R A R N NN AR RN ey
GACAGGAAGATCACATCGGCAT CAAT CCGGT GGT GAAGT TCT TGAGACAT CGT GGOGGAT GT AT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACG

BpuEl ApalLl BseYl
| | |
CAGTGGCGATAAGT CGTGT CTTACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGEECT GAACGEEGEEGET TCGT GCACACAGCCC

A B R N Rt R R N N A R AN AN R AR R RN i m AT vy
GTCACCGCTATTCAGCACAGAATGGCCCAACCT GAGT TCTGCTAT CAATGGCCTAT TCCGOGT CGOCAGCCCGACT TGCCCCCCAAGCACGT GT GTCGEG

AGCTTGGAGCGAACGACCTACACCGAACT GAGATACCT ACAGCGT GAGCT AT GAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGTATCCGG

Lo B R R R e R R A R AR A N R AN R et
TCGAACCTCGCT TGCT GGATGT GGCTTGACT CTAT GGATGT CGCACT CGATACT CTTTCGCGGT GCGAAGGGCT TCCCTCT TTCCGCCT GTCCATAGGCC

Bci V1
Eci 1 | BssS1

I |
TAAGCGCGCAGGGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGEEGAAACGCCTGGTATCTTTATAGT CCTGTCAGGT TTCGCCACCTCTGACTTGA

O N N s R R e R R Rt N N RN A AR A AR R vy
ATTCGCOGTCCCAGCCT TGTCCT CTCGOGT GCTCCCT CGAAGGT COCCCT TTGCGGACCAT AGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACT

Drdl BpuEl Eci 1

| | |
GCGTCGATTTTTGI GATGCT CGT CAGGGEEGEECGEEAGCCT AT GGAAAAACGCCAGCAACGCGECCTTTTTACGGT TCCTGECCT TTTGCTGGECCTTTTGCT

LU R A R R R R A R AN AR AR e
CGCAGCTAAAAACACT ACGAGCAGT CCCCCOGCCTCGGATACCT TTT TGOGGT CGT TGCGOCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGA
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Nsi 1
BspLU Bf r B1

| |
CACATGITCTTTCCTGCGT TATCCCCTGATTCTGTGGATAACCGT ATTACCGCCATGCAT

S R R AR R A N A N o
GT GTACAAGAAAGGACGCAAT AGGGGACT AAGACACCTAT TGGCATAATGGCGGTACGTA

Found:

Aar 1 Acc65 Af el Afl 2 Agel Al el Al wiN1 Apal Apall Avr 2
Bgl 1 Bgl 2 Bnr 1 Bpni BpulO BpuEl Bsal BsaBl1 BsaXa BsaXb
BspLU BspML Bsr Bl Bsr D1 BssS1 Bst AP Bst B1 Bst E2 Bsu36 Bt sl
Drdl Eagl Ear 1 Eci 1 Eco57 EcoR1 Fspl Hi nd3 Hpal Kas1
Nar 1 Ncol NgoM4 Not 1 Nsi 1 Pfl F1 Pf 1 ML Pm 1 Psi 1 PspOM

Sac?2 Sal 1 Sap1l SexAl Sfil Smal Sph1 Sspl Stul Xbal

BanmH1
BseR1l

Chi
Kpnl
Pst 1

Xhol

Bci V1

BseY1l

dal

M el

Pvu2

Bf r B1

Bsmil

Dral

Mscl

Rsr 2

Bf uAl
BspHL
Dr a3
Nael

Sacl
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Uni que:

Aar 1
Bst E2

PflF1

Acc65

Btsl

P 1

Not f ound:

Aat 2
BrngB1
FspAl

Sgf 1

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Acl 1
Bsgl
I _Ceu
Sgr Al

by site

Aci 1
BsaHl1
BssK1

Hae?2
Hpy C5

Rsal

Af el

Chi

PspOM

Ahd1l
Bsi WL
| oxP
SnaB1

Afl 2
dal

Pst1

Ascl
BsnmB1
M ul
Spel

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Moo?2
Sau96

Agel
EcoR1

Rsr 2

Asel
BspEl
Ndel
Srfl

Al wl
BselR
Bst Ul

Hhal

whl 1
Sf aN1

Apal
Fspl

Sacl

Asi S1
Bsr GL
Nhel
Swal

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

BamH1
Hi nd3

Sac?2

Baela
BssH2
Nrul
Pl Sce

Aval
Bsi H1L
Bt g1
Hi nf1
Msl 1
Sm 1

Bgl 1
Hpal

Sal 1

Baelb
Bst X1
Pacl
Xcnil

Ava?2
Bsl 1
Cac8
H nP1
MspAl
Styl

10

Bgl 2
Kas1

SexAl

Bbs1
Bst Z1
Pmrel
Xm1l

Banl
BsmAl
QviJl

Hpa?2

Mno 1

Taql

BpulO
Kpnl

Sfil

BbvCl
EcoK
PshAl

Ban?2
BsnfF1
Ddel
Hphl
Nci 1
Tat 1

BsaXa
M el

Smal

Bcgla
EcoN1
Pvul

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

BsaXb
Mscl

Stul

Bcglb
EcoRV
SanD1

BceAl
BspCa
EcoO1l
Hpy1
N a4
Tsel

BseR1

Xbal

Bcl 1
ScFRT
Sbf 1

Bf al
BspCh
Faul
Hpy3
Nsp1l
Tsp45

Bsr D1
Not 1

Xhol

Bl pl
Fsel
Scal

Bnel5
Bsr 1
Fnu4H
Hpy C3
Pl el
Tsp50



