www.evrogen.com

pFusionRed-Golgi vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 base pairs long are not included — for the more complete enzyme list
please refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).
FusionRed amino acids are shown in red, human beta 1,4- galactosyltransferase amino acids (Golgi targeting sequence, GTS) are
shown in bold black.

Asel Bgl1l

|
TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCG

e Rt NN NN N S RN N NN S NN R RN NN NN S BN N gt
ATCAATAATTATCATTAGTTAATGCCCCAGTAATCAAGTATCGGGTATATACCTCAAGGCGCAATGTATTGAATGCCATTTACCGGGCGGACCGACTGGC

Aat2 SpAcc Aat2

| | |
CCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGT

00 PHEERRREr=rnnnne e =i n e == r e =i ey e = e =i r=errtnnr= 200
GGGTTGCTGGGGGCGGGTAACTGCAGTTATTACTGCATACAAGGGTATCATTGCGGTTATCCCTGAAAGGTAACTGCAGTTACCCACCTCATAAATGCCA
Bgll Ndel Aat2 Bgll Bmrl
| |
AAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTA

201 LLRREnnn = e e e =i e e e e = e e e = e e = e e = e e e === 300
TTTGACGGGTGAACCGTCATGTAGTTCACATAGTATACGGTTCATGCGGGGGATAACTGCAGTTACTGCCATTTACCGGGCGGACCGTAATACGGGTCAT

BtgZl SnaBl Ncol
|
CATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGA
O N S NN N N NN S NN S N S NN S NN RNt NN e
GTACTGGAATACCCTGAAAGGATGAACCGTCATGTAGATGCATAATCAGTAGCGATAATGGTACCACTACGCCAAAACCGTCATGTAGTTACCCGCACCT

1
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GTS

GTS

GTS

401

501

601

701

801

Aat2 Ecil

| I
TAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTA

N NN S RN Nt N N NN S NN NN S AN RN NN NN AR NN
ATCGCCAAACTGAGTGCCCCTAAAGGTTCAGAGGTGGGGTAACTGCAGTTACCCTCAAACAAAACCGTGGTTTTAGTTGCCCTGAAAGGTTTTACAGCAT

Nhel

|
ACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCATGA

RN S R g NN e NN N g R R NN NN S AN NN NN A NN RN NN NN
TGTTGAGGCGGGGTAACTGCGTTTACCCGCCATCCGCACATGCCACCCTCCAGATATATTCGTCTCGACCAAATCACTTGGCAGTCTAGGCGATCGTACT
M R

BsrB1
BpulO | Bsgl
BsrB1 | | BtgZl  SpAcc BssS1 |

GGCTTCGGGAGCCGCTCCTGAGCGGCAGCGCCGCGATGCCAGGCGCGTCCCTACAGCGGGCCTGCCGCCTGCTCGTGGCCGTCTGCGCTCTGCACCTTGG

R N e N N N e NN e NN NN NN S AN NN NN RN

CCGAAGCCCTCGGCGAGGACTCGCCGTCGCGGCGCTACGGTCCGCGCAGGGATGTCGCCCGGACGGCGGACGAGCACCGGCAGACGCGAGACGTGGAACC
L REPLLSGSAAMPGASLU QRACRLILVAVCALIH HLSGEG

SpDon BpulO Pstl

I | I
CGTCACCCTCGTTTACTACCTGGCTGGCCGCGACCTGAGCCGCCTGCCCCAACTGGTCGGAGTCTCCACACCGCTGCAGGGCGGCTCGAACAGTGCCGCC
R N S BTN u NN N NN e NN N NN NN NN NN
GCAGTGGGAGCAAATGATGGACCGACCGGCGCTGGACTCGGCGGACGGGGTTGACCAGCCTCAGAGGTGTGGCGACGTCCCGCCGAGCTTGTCACGGCGG

VT LVYYLAGRTDLT SRLZPIQLVYGVYSTPLU QGG GSNSAA

Rsr2
Sacl | Spbon
BspEl | Alel |
Ecl2 | | BamH1 Agel Ncol | |

GCCATCGGGCAGTCCTCCGGGGAGCTCCGGACCGGAGGGGCCAAGGATCCACCGGTCGCCACCATGGTGAGCGAGCTGATTAAGGAGAACATGCCCATGA

R N S NN NN N S NN NN RN s N NN A AR NN R NN
CGGTAGCCCGTCAGGAGGCCCCTCGAGGCCTGGCCTCCCCGGTTCCTAGGTGGCCAGCGGTGGTACCACTCGCTCGACTAATTCCTCTTGTACGGGTACT

GTS/FusionRed>A I G Q S S 6 E L R T 6 G AKDWPWPVATMV S ETULTI KENMMPWMK
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FusionRed

FusionRed

FusionRed

FusionRed

FusionRed

901

1001

1101

1201

1301

>

>

>

>

>

BsrG1 ApalLl SpAcc

| I |
AGCTGTACATGGAGGGCACCGTGAACAACCACCACTTCAAGTGCACATCCGAGGGCGAAGGCAAGCCCTACGAGGGCACCCAGACCATGAGAATCAAGGT

R N S N NN N N S NN RN NN AN NN
TCGACATGTACCTCCCGTGGCACTTGTTGGTGGTGAAGTTCACGTGTAGGCTCCCGCTTCCGTTCGGGATGCTCCCGTGGGTCTGGTACTCTTAGTTCCA

Ly uMmEGTVNNHHHFKCTSEGEGIKPY EGTQTMR 1 KV

CGTCGAGGGCGGCCCTCTCCCCTTCGCCTTCGACATCCTGGCTACCAGCTTCATGTACGGCAGCAGAACCTTCATCAAGCACCCTCCGGGCATCCCCGAC

N S S N N NN S NN S N S N S NN NN NN NN RN NN
GCAGCTCCCGCCGGGAGAGGGGAAGCGGAAGCTGTAGGACCGATGGTCGAAGTACATGCCGTCGTCTTGGAAGTAGTTCGTGGGAGGCCCGTAGGGGCTG
vV E 6 6P LPFAFDILATS S FWMYS GSRTU FI1I KHUPPG 1 PD

Bsu36 SpDon Bbsl Bpm1

| | | |
TTCTTTAAGCAGTCCTTCCCTGAGGGCTTCACATGGGAGAGAGTCACCACATACGAAGACGGGGGCGTGCTGACCGCTACCCAGGACACCAGCCTCCAGG

RN N S NN e N R N R NN NN NN R NN NN NN
AAGAAATTCGTCAGGAAGGGACTCCCGAAGTGTACCCTCTCTCAGTGGTGTATGCTTCTGCCCCCGCACGACTGGCGATGGGTCCTGTGGTCGGAGGTCC
FFKQSFPEGFTWERVYVTTYEDSGGVLTATAIQDTSTLAQD

BsmB1
BseY1l BseY1l Stul |
|
ACGGCTGCCTCATCTACAACGTCAAGGTTAGAGGGGTGAACTTCCCAGCCAACGGCCCTGTGATGCAGAAGAAAACACTCGGCTGGGAGGCCTCCACCGA
LERRERREERE e e e =i e e r=er e e r=ee e e = e eer=ee e e enr=ernnnne-
TGCCGACGGAGTAGATGTTGCAGTTCCAATCTCCCCACTTGAAGGGTCGGTTGCCGGGACACTACGTCTTCTTTTGTGAGCCGACCCTCCGGAGGTGGCT
G CL I YNVIKVI RGVNIFWPANGWPVMOQI K KTLGWEASTE
Bgll BssS1 Eco57 Bsal

| I
GACGATGTACCCCGCTGACGGCGGCCTGGAAGGCGCATGTGACATGGCCCTGAAGCTCGTGGGCGGGGGCCACCTGATCTGCAACCTTGAGACCACATAC
N S N NN RN S NN S NN RN S NN RN NN
CTGCTACATGGGGCGACTGCCGCCGGACCTTCCGCGTACACTGTACCGGGACTTCGAGCACCCGCCCCCGGTGGACTAGACGTTGGAACTCTGGTGTATG

TMYPADGG GTLTEGACDMATLTIKTLVYVG®GG GHTLTICNLETTY
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BpuEl SpAcc
BpuEl | PFIM1 Bsal PshA1l
|
AGATCCAAGAAACCCGCTACGAACCTCAAGATGCCCGGCGTCTACAACGTGGACCACAGACTGGAAAGAATCAAGGCAGGCCGACGATGAGACCTACGTCG
O NN NN NN S N S Nt NN NN NN S NN N S NN RN
TCTAGGTTCTTTGGGCGATGCTTGGAGTTCTACGGGCCGCAGATGTTGCACCTGGTGTCTGACCTTTCTTAGTTCCTCCGGCTGCTACTCTGGATGCAGC
FusionRed >R S K K P AT NULIKMWPGV Y NV DHIRULIEIRTI1 KEADUDETY V E
Notl
Eagl
BssS1 Dra3 Mscl SpDon BsrB1] Xbal BsaB1

AGCAGCACGAGGTGGCTGTGGCCAGATACTCTACTGGTGGCGCTGGTGATGGCAGGTAAATGAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACAT

501 LRERRRREr=nnnn e = e e = e e = e e e =i ey e ===
TCGTCGTGCTCCACCGACACCGGTCTATGAGATGACCACCGCGACCACTACCTCCATTTACTCGCCGGCGCTGAGATCTAGTATTAGTCGGTATGGTGTA
FusionRed > Q HEV AV ARY ST GG GAGUDGG K =*

Bsml
SpDon Dral MFel] Hpal polyA

I I 11 I |
TTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGC

KO N N N S NN N S N N g N R S AN R RN RN NN NN RN
AACATCTCCAAAATGAACGAAATTTTTTGGAGGGTGTGGAGGGGGACTTGGACTTTGTATTTTACTTACGTTAACAACAACAATTGAACAAATAACGTCG

Psil polyA polyA Btsl Bsml

I
TTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTA

S N N St N el N NN N g NN e NN e AN NN NN At RN N AN AN N NN
AATATTACCAATGTTTATTTCGTTATCGTAGTGTTTAAAGTGTTTATTTCGTAAAAAAAGTGACGTAAGATCAACACCAAACAGGTTTGAGTAGTTACAT

AfI2 SpDon Sspl

TCTTAAGGCGTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAA

O N St N N N S NN NN S NN NN et NN S RN S AR e
AGAATTCCGCATTTAACATTCGCAATTATAAAACAATTTTAAGCGCAATTTAAAAACAATTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTT
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1901

Psil BsaXb Drdi1i

| | |
ATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAG

N N S R N N S NN NN S AN RN R RN NN
TAGGGAATATTTAGTTTTCTTATCTGGCTCTATCCCAACTCACAACAAGGTCAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAGGTTGCAGTTTC

Btgz1l

BsaXa Dra3|] SpAcc

2001

2101

2201

2301

I
GGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCC

N N e N S NN N NN NN N AN NN AR NN NN NN
CCGCTTTTTGGCAGATAGTCCCGCTACCGGGTGATGCACTTGGTAGTGGGATTAGTTCAAAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGG

Nael
Ngom4 | BsrB1

|
TAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCA

R N NN e NN N N G N e RN NN NN
ATTTCCCTCGGGGGCTAAATCTCGAACTGCCCCTTTCGGCCGCTTGCACCGCTCTTTCCTTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGT

AGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAA

R S S N NN N S NN N NN S AN NN NN NN AR NN
TCACATCGCCAGTGCGACGCGCATTGGTGGTGTGGGCGGCGCGAATTACGCGGCGATGTCCCGCGCAGTCCACCGTGAAAAGCCCCTTTACACGCGCCTT

BciVvl
BspH1 |
polyA BsrBl | | Sspl Earl

|
CCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTCC

NN NN e NN NN NN S N NN AN S NN NN NN Rt RN R R NN NN Y
GGGGATAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTTCTCAGG
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Bsu36

2401

2501

2601

2701

2801

Nsil
Sphl |
Ecil BfrBl |
Pvu2 | BseY1 BstAP | |
I 1 | I 11
TGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATT
FERRTRREEPR = e e e e = e e e e <o e e = e e e r=e e e r=ee e enr=enrnnnner-
ACTCCGCCTTTCTTGGTCGACACCTTACACACAGTCAATCCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAA
Nsil
Sphl |
BfrB1l |
SexAl BseY1l BstAP | | Ecil

| | |
AGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAAC

Rt R g u N N S R S NN S NN NN Nt AN AR NN
TCAGTCGTTGGTCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTATCAGGGCGGGGATTG

Ecil sfil
Ecil Bmrl] Ecil Ncol polyA Bgll

| | |
TCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCC

N N R N e N S AN NN NN NN RN Rt AN NN
AGGCGGGTAGGGCGGGGATTGAGGCGGGTCAAGGCGGGTAAGAGGCGGGGTACCGACTGATTAAAAAAAATAAATACGTCTCCGGCTCCGGCGGAGCCGE

Avr2
Stul]
SpDon BseR1 || Clal BsaB1

| | |
TCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGAA

R N g RN N S N R RN S NN R A RN NN N RN
AGACTCGATAAGGTCTTCATCACTCCTCCGAAAAAACCTCCGGATCCGAAAACGTTTCTAGCTAGTTCTCTGTCCTACTCCTAGCAAAGCGTACTAACTT

BspM1 Eagl Bmrl

| | |
CAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGT
R S N S N N NN N S N S N S NN RN AN NN
GTTCTACCTAACGTGCGTCCAAGAGGCCGGCGAACCCACCTCTCCGATAAGCCGATACTGACCCGTGTTGTCTGTTAGCCGACGAGACTACGGCGGCACA

6
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2901

3001

3101

3201

3301

Narl
Kas1] Drdi

|
TCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCT

NN N S N N N S NN NN RN N S NN NN A NN N RN
AGGCCGACAGTCGCGTCCCCGCGGGCCAAGAAAAACAGTTCTGGCTGGACAGGCCACGGGACTTACTTGACGTTCTGCTCCGTCGCGCCGATAGCACCGA

Pvu2

Mscl Fspl | PFIF1 Eco57

| |
GGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCTATTGGGCGAAGTGCCGGGGCAGGATCTCCTG

R R NN e N e RN N S N NN NN NS NN
CCGGTGCTGCCCGCAAGGAACGCGTCGACACGAGCTGCAACAGTGACTTCGCCCTTCCCTGACCGACGATAACCCGCTTCACGGCCCCGTCCTAGAGGAC

Btgz1
SpDon BciVvl BsrD1 BspM1 |

I |
TCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAG

RN N S N NN S N N g NN NN NN S AN NN NN A NN RN N NN NN
AGTAGAGTGGAACGAGGACGGCTCTTTCATAGGTAGTACCGACTACGTTACGCCGCCGACGTATGCGAACTAGGCCGATGGACGGGTAAGCTGGTGGTTC

Sapl
Earl BpuE1l

| I
CGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACT

RN S N N N S N R N g RN S NN NN NN RN R NN NN
GCTTTGTAGCGTAGCTCGCTCGTGCATGAGCCTACCTTCGGCCAGAACAGCTAGTCCTACTAGACCTGCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGA

Sphl Ncol Btgz1l

| | |
GTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTT

R S N S N NNy S N S NN NN S NN RN Nt NN AR NN NN
CAAGCGGTCCGAGTTCCGCTCGTACGGGCTGCCGCTCCTAGAGCAGCACTGGGTACCGCTACGGACGAACGGCTTATAGTACCACCTTTTACCGGCGAAA
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3100

3200

3300
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BseY1
Nael | Sapl
Ngom4 | | Rsr2 Ecil Earl Eco57

| | I
TCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATATTGCTGAAGAGCTTGGCGGCGAATGGG

3401 LHEEEREEE=Enn = e e e = e = e =i e e =t e = e e e =™ 3500
AGACCTAAGTAGCTGACACCGGCCGACCCACACCGCCTGGCGATAGTCCTGTATCGCAACCGATGGGCACTATAACGACTTCTCGAACCGCCGCTTACCC

Btgzi
BssS1 BsrBl | BsrB1

|
CTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGG

3SOL LHEREEEEr= = e e = e e e = e = e e e e =t e e e e e e e e == 3600
GACTGGCGAAGGAGCACGAAATGCCATAGCGGCGAGGGCTAAGCGTCGCGTAGCGGAAGATAGCGGAAGAACTGCTCAAGAAGACTCGCCCTGAGACCCC

BssS1
BstB1 BspM1 SpAcc

| I |
TTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGG

3601 LHILEREIE=Tni e =i i< e e e =t e e e e e e e e e= e e e = e e = =i 1> 3700
AAGCTTTACTGGCTGGTTCGCTGCGGGTTGGACGGTAGTGCTCTAAAGCTAAGGTGGCGGCGGAAGATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCC

Nael Bpml
NgoM4 | SpAcc |
Bpml | Avr2 |

ACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGA

S70L L=t e =i e e e = e e e e =i e e e = e =i =i =™ 3800
TGCGGCCGACCTACTAGGAGGTCGCGCCCCTAGAGTACGACCTCAAGAAGCGGGTGGGATCCCCCTCCGATTGACTTTGTGCCTTCCTCTGTTATGGCCT

polyA polyA
|

|
AGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTTCGGTCCCAGGGCTGGCACTCT

3801 LHINELLIE= T e e = e e = e e e e e = b e =i ==t ™ 3900
TCCTTGGGCGCGATACTGCCGTTATTTTTCTGTCTTATTTTGCGTGCCACAACCCAGCAAACAAGTATTTGCGCCCCAAGCCAGGGTCCCGACCGTGAGA
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3901

4001

4101

4201

4301

4401

Bsal

|
GTCGATACCCCACCGAGACCCCATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAG

N S N S N R S S RN NN S AR NN NN NN
CAGCTATGGGGTGGCTCTGGGGTAACCCCGGTTATGCGGGCGCAAAGAAGGAAAAGGGGTGGGGTGGGGGGTTCAAGCCCACTTCCGGGTCCCGAGCGTC

BstAP
ATwN1 Bsu36 Dral Dral

| |
CCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCAGGTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAA

RN N Nl R RN S NN RN S NN RN R RN NN RN NN
GGTTGCAGCCCCGCCGTCCGGGACGGTATCGGAGTCCAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTT

BspH1
|
GATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGAT
R S N S N N RN NN N S N S NN NN NN AN RN N
CTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTA
BpuEl Eco57

| I
CCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGA

RN NN NN g NN NN N NN AN RN N NN RN NN
GGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCT

SpAcc

|
AGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATA

R N N R R N S NN N NN s AN RN A NN NN RN
TCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTAT

AlwN1 BpuE1l

| [
CCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAG
FEEERERE=EE = ey e e e = e r=ee = r=ee ===
GGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTC

9
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4501

4601

4701

4801

ApalLl BseY1 SpAcc

| | |
CGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCA

R N S R N N g NN N NN S NN NN NN R N AR NN Y el
GCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGT

BciVvi
Ecil | BssS1

|
CGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCT

RN N e N e RN N N N e NN RN S NN NN N RN NN N Ryl
GCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGA

SpAcc Drdl BpuEl SpAcc Ecil

| |
TTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGCGAAAAACGCCAGCAACGCGGCC

TEEELEE =L =i e e =i e e e= e e e e e =i e e = e =i e === 4800
AATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGE

SpDon Nsil
BspLU] BfrBl |

TTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

TEEERRRET=ERR e = e =t e e e =t e e e e e = e e e e e = e e e =t e =i =i 4896
AAAAATGCCAAGGACCGGAAAACGACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGTACGTA

10
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Found:

Aat2 AFI2

Bpml BpulO
BspLU BspM1
Drdil Eagl

Ndel NgoM4
Sapl SexAl

Unique:

Afl2 Agel
BsrG1 BstB1
PFIM1 PshAl

Not found:

Aarl Acc65
Bgl2 Blpl
EcoN1 EcoR1
MIul Nrul
Sbfl Scal
Xmnl

Excluded by site

Accl Acil
BsaAl BsaH1
BsrF1l BssK1l

Fok1 Hae?2
HpyC4 HpyC5
PpuM1 Rsal
TspR1

Agel
BpuEl
BsrB1

Earl

Nhel

Stil

Alel
Btsl
Pstl

Acll
BmgB1
EcoRV

Pacl

Sgfl

Alel
Bsal
BsrD1
Ecil
Notl
SnaB1

Asel
Clal
Sacl

Afel
BsiWwl
FCatB

Pmel
SgrAl

complexity:

AFI3
BsaJl
BstF5

Hae3

Mae3
Sau3A

Alul
BsaWl
BstN1

Hgal

Mbo2
Sau96

ATwN1
BsaB1
BsrG1
Ecl2
Nsil
SpAcc

BamH1
Ecl2
SexAl

Ahd1l
BssH2
FCatL

Pmi1

Smal

Alwl
BseM2
BstUl

Hhal

Mnl1l
SfaN1l

ApalLl
BsaXa
BssS1
Eco57
PFIF1
SpDon

Bbsl
Fspl
Sfil

Apal
BstE2
FCatR
PspOM

Spel

Apol
BsiE1l
BstY1l
Hinc2

Msel

Sfcl

Asel
BsaXb
BstAP

Fspl
PFIM1

Sphl

BsaXa
Hpal
SnaB1

Ascl
BstX1
FCatP

Pvul

Srfl

Aval
BsiH1
Btgl
Hinfl
Msl1l
Smll

Avr2
BseR1
BstB1

Hpal
polyA

Sspl

BsaXb
Kasl
Xbal

AsiS1
BstZ1
ScFRT
R4atB

Swal

Ava2
Bsl1l
Cac8
HinP1
MspAl
Styl

11

BamH1
BseY1l
Bsu36
Kasl
PshAl
Stul

BseR1
Mfel

Baela
BxatB

Fsel
R4atL
T3RNA

Banl
BsmAl
CviJl

Hpa2

Mwol

Taql

Bbs1
Bsgl
BtgZzl
Mfel
Psil
Xbal

Bsgl
Narl

Baelb
BxatL
FspAl
R4atP
T7RNA

Ban2
BsmF1
Ddel
Hphl
Ncil
Tatl

BciVvl
Bsml
Btsl
Mscl
Pstl

BsmB1
Ndel

BbvC1l
BxatR
Hind3
R4atR
T7Ter

Bbvl
Bspl2
Eael
Hpy99
Nla3
TFil

BfrB1l
BsmB1
Clal
Nael
Pvu2

BspEl
Nhel

Bcgla
BxatP
I_Ceu

Sac?2
PISce

BceAl
BspCa
Eco01
Hpy1l
Nla4
Tsel

Bgll
BspE1l
Dral
Narl
Rsr2

BspLU
Notl

Bcglb
_Chi
Kpnl
Sall
Xcml

Bfal
BspCb
Faul
Hpy3
Nspl
Tsp45

Bmrl
BspH1
Dra3
Ncol
Sacl

BsrD1
PFIF1

Bcll
EcoK
loxP
SanD1
Xhol

Bmel5
Bsril
Fnu4H
HpyC3
Plel
Tsp50



