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pTagGFP2-N vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). MCS

sequence is shown in frame, amino acids encoded by MCS are shown in black.

Asel Bgll
| |
TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCG

Lorrrrrrrrr=errrrrrrr=err et e eyt r e et e e et e et e e e e e 100
ATCAATAATTATCATTAGTTAATGCCCCAGTAATCAAGTATCGGGTATATACCTCAAGGCGCAATGTATTGAATGCCATTTACCGGGCGGACCGACTGGC

Aat2 SpAcc Aatz2
| | |
CCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGT

0T 0ttt et e e e e et e e e e et e e e e et e e e e r* 200
GGGTTGCTGGGGGCGGGTAACTGCAGTTATTACTGCATACAAGGGTATCATTGCGGTTATCCCTGAAAGGTAACTGCAGTTACCCACCTCATAAATGCCA

Bgll Ndel Aat2 Bgll Bmrl
| \ \ | |
AAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCAGTA
200 0t errrrrrr=errrrrrrr=rrr e e et e e e e e e e e e e e e 300
TTTGACGGGTGAACCGTCATGTAGTTCACATAGTATACGGTTCATGCGGGGGATAACTGCAGTTACTGCCATTTACCGGGCGGACCGTAATACGGGTCAT

BtgZl SnaBl Ncol
\ \ |
CATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGA
S A R N R R A N A R R R R R R R R N N N R R R R0
GTACTGGAATACCCTGAAAGGATGAACCGTCATGTAGATGCATAATCAGTAGCGATAATGGTACCACTACGCCAAAACCGTCATGTAGTTACCCGCACCT
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401

501

MCs >

BpuEl Bgl2 | Ecl2 | |BstBl | Pstl| Acc65 \

601

MCS/TagGFP2 >

Aat2
|

Ecil
|

TAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTA
AR R A R R R e R N N N N NN R N R R

ATCGCCAAACTGAGTGCCCCTAAAGGTTCAGAGGTGGGGTAACTGCAGTTACCCTCAAACAAAACCGTGGTTTTAGTTGCCCTGAAAGGTTTTACAGCAT

ACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTA

Nhel Afel

PEEEEEEEr=rrrrrrrrrsrrrrrrrer=errrrrrrr=errrrrrrr=rrrrrrrrr=rrrrrrrrr=errrrrrrr=errrrrrrrsrrrrrrrrr>)e00

TGTTGAGGCGGGGTAACTGCGTTTACCCGCCATCCGCACATGCCACCCTCCAGATATATTCGTCTCGACCAAATCACTTGGCAGTCTAGGCGATCGCGAT

BamH1

Smal

Apal |

PspOM ||

Hind3 Sac? |

Xhol Sacl | EcoRl Sall Kpnl ||

Agel

\

\ | \ —— 1 i
CCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGC
Ittt e r* et et ettt eyl
GGCCTGAGTCTAGAGCTCGAGTTCGAAGCTTAAGACGTCAGCTGCCATGGCG
P D S D L E L K L R I L Q S T V P R A

|l
|l
| |
i i
GGGCCCG
FEEETT
CCCGGGCCC
R D

|

|

|

|

|

|

i
GGATCCACCGGT
*

FEEEEEEE>d

L A L

BsrBl1
|

CGCCACCATGAGCGGGGGCGAGGAGCTGT

FEEEErrr=rrrrrrrrr=rrrrrrrrr> 700

TAGGTGGCCAGCGGTGGTACTCGCCCCCGCTCCTCGACA

P P V

BseR1
Nael | Apall
NgoM4 | | BmgB1 |

701

TagGFP2 >

A T M S G G E E L F

BsaXa

TCGCCGGCATCGTGCCCGTGCTGATCGAGCTGGACGGCGACGTGCACGGCCACAAGTTCAGCGTGCGCGGCGAGGGCGAGGGCGACGCCGACTACGGCAA
PEEEEEEEr=rrrrrrrrr=rrrrrrrrr=rrrrrrrrr=errrrrrrr=errrrrrer=rrrrrrrer=errrrrrrr=errrrrrrr=errrrrrrr> 800
AGCGGCCGTAGCACGGGCACGACTAGCTCGACCTGCCGCTGCACGTGCCGGTGTTCAAGTCGCACGCGCCGCTCCCGCTCCCGCTGCGGCTGATGCCGTT

A G I VvV PV L I EL DG DV HGHI KU F SV RGEGEGDA AD Y G K
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TagGFP2

TagGFP2

TagGFP2

TagGFP2

TagGFP2

801

901

1001

1101

1201

BsaXb BstE2
Bsgl Bpml | Alel | BstAP
| [ [ |
GCTGGAGATCAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTGGTGACCACCCTCTGCTACGGCATCCAGTGCTTCGCCCGCTAC
NN N AR A N N R R A NN N RN
CGACCTCTAGTTCAAGTAGACGTGGTGGCCGTTCGACGGGCACGGGACCGGGTGGGACCACTGGTGGGAGACGATGCCGTAGGTCACGAAGCGGGCGATG
> L E I K F I ¢ T T G K L PV P W P T L V TTILTCYG I Q CF A R Y

Xmnl EcoK

| |
CCCGAGCACATGAAGATGAACGACTTCTTCAAGAGCGCCATGCCCGAGGGCTACATCCAGGAGCGCACCATCCAGTTCCAGGACGACGGCAAGTACAAGA
NN N A R N A N N R R A NN N N
GGGCTCGTGTACTTCTACTTGCTGAAGAAGTTCTCGCGGTACGGGCTCCCGATGTAGGTCCTCGCGTGGTAGGTCAAGGTCCTGCTGCCGTTCATGTTCT
>P E H M K M N D F F K S A M P E G Y I Q E R T I Q F Q DD G K Y K T

SpDon
Sac2 SpDon Alel | Ecob57 Pf1M1
| | [ | |
CCCGCGGCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCAAGGACTTCAAGGAGGACGGCAACATCCTGGGCCACAAGCT
R N R N R A N R N N R RN
GGGCGCCGCTCCACTTCAAGCTCCCGCTGTGGGACCACTTGGCGTAGCTCGACTTCCCGTTCCTGAAGTTCCTCCTGCCGTTGTAGGACCCGGTGTTCGA
> R G E VvV K F E GG D T L V NRTIEULIKGI KDV F K ED GN NI L G H K L

BsrG1l
Dra3 |
Ecil | |
Bpml [ Xcml Bpml
[ I | |
GGAGTACAGCTTCAACAGCCACAACGTGTACATCCGCCCCGACAAGGCCAACAACGGCCTGGAGGCTAACTTCAAGACCCGCCACAACATCGAGGGCGGL
N N A R A N N N R R A N N RN
CCTCATGTCGAAGTTGTCGGTGTTGCACATGTAGGCGGGGCTGTTCCGGTTGTTGCCGGACCTCCGATTGAAGTTCTGGGCGGTGTTGTAGCTCCCGCCG
> E Y S F N S H NV Y I R P D KA ANDNGULEA ANUZ FI KTIRUHNTIUE G G

Pvu2 Bsgl Xcml BsaBl BpulO

| | | | |
GGCGTGCAGCTGGCCGACCACTACCAGACCAACGTGCCCCTGGGCGACGGCCCCGTGCTGATCCCCATCAACCACTACCTGAGCACTCAGACCAAGATCA
AR R R A R R N R R N R e R R R R R AR R R N
CCGCACGTCGACCGGCTGGTGATGGTCTGGTTGCACGGGGACCCGCTGCCGGGGCACGACTAGGGGTAGTTGGTGATGGACTCGTGAGTCTGGTTCTAGT
>G V. Q L. A D HY Q TNV P L GD G PV L I P I NHY L S T Q T K I S

900

1000

1100

1200

1300
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TagGFP2

Eco57 Notl
Dra3 AlwNl Bpml Pf1M1 BsrGl SpDon Eagl
| ! | | ! ! !
GCAAGGACCGCAACGAGGCCCGCGACCACATGGTGCTCCTGGAGTCCTTCAGCGCCTGCTGCCACACCCACGGCATGGACGAGCTGTACAGGTAAGCGGC
IR R RN N R R A R N R R R R R R RN N
CGTTCCTGGCGTTGCTCCGGGCGCTGGTGTACCACGAGGACCTCAGGAAGTCGCGGACGACGGTGTGGGTGCCGTACCTGCTCGACATGTCCATTCGCCG
> K D RNEWARIDUHMVLLESF S A CCUHTHGMDETL Y R *

Xbal BsaBl SpDon Dral
! | | !
CGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAA

1401 (et =rrrrrrrrt=errr et r=r e et e e e e ey e e e e
GCGCTGAGATCTAGTATTAGTCGGTATGGTGTAAACATCTCCAAAATGAACGAAATTTTTTGGAGGGTGTGGAGGGGGACTTGGACTTTGTATTTTACTT

Bsml
Mfel | Hpal polyA Psil polyA polyA Btsl Bsml
I ! ! | | ! | !
TGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCAT

e R R R R R R R R R R R R R R R N R R A R R N R R R R R
ACGTTAACAACAACAATTGAACAAATAACGTCGAATATTACCAATGTTTATTTCGTTATCGTAGTGTTTAAAGTGTTTATTTCGTAAAAAAAGTGACGTA

Afl12 SpDon Sspl
| !
TCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAAGGCGTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGC

160l (bt t>err et t=rrrr = e e e e e e e e e e e
AGATCAACACCAAACAGGTTTGAGTAGTTACATAGAATTCCGCATTTAACATTCGCAATTATAAAACAATTTTAAGCGCAATTTAAAAACAATTTAGTCG

Psil

|
TCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTC
I A R R AN A N A R R N N R
AGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATTTAGTTTTCTTATCTGGCTCTATCCCAACTCACAACAAGGTCAAACCTTGTTCTCAG

Btgzl

BsaXb Drdl BsaXa Dra3|

| | | [
CACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGG

180T 1t x> e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e
GTGATAATTTCTTGCACCTGAGGTTGCAGTTTCCCGCTTTTTGGCAGATAGTCCCGCTACCGGGTGATGCACTTGGTAGTGGGATTAGTTCAAAAAACCC

1400

1500

1600

1700

1800

1900
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1901

2001

2101

2201

2301

Nael

SpAcc NgoM4 |

| |
GTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAG
R A N R A N R N N R RN
CAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGGGGGCTAAATCTCGAACTGCCCCTTTCGGCCGCTTGCACCGCTCTTTCCTTCCCTTC

BsrBl1

|
AAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGT

AR R R A R R R R e R e R R A N R R N A AR R R N
TTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCAGTGCGACGCGCATTGGTGGTGTGGGCGGCGCGAATTACGCGGCGATGTCCCGCGCA

BciVvl
BspH1 |
polyA BsrB1l |
| [
CAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATA
NN N A RN A N R R A N R RN
GTCCACCGTGAAAAGCCCCTTTACACGCGCCTTGGGGATAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATTGGGACTAT

Ecil
Sspl Earl Bsu36 Pvuz2 | BseYl
| | | [ |
AATGCTTCAATAATATTGAAAAAGGAAGAGTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAG
R N N N R N R R RN
TTACGAAGTTATTATAACTTTTTCCTTCTCAGGACTCCGCCTTTCTTGGTCGACACCTTACACACAGTCAATCCCACACCTTTCAGGGGTCCGAGGGGTC

Nsil Nsil

Sphl | Sphl |
BfrBl | BfrBl |
BstAP | | SexAl BseY1l BstAP | |

Lo | | o
CAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCT
NN R R R N N N N
GTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGA

5

2000

2100

2200

2300

2400
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2401

2501

2601

2701

2801

Bmrl

Ecil
Ecil Ecil Bmrl | Ecil Ncol
| | [ | |
CAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTT

AR N R N N
GTTAATCAGTCGTTGGTATCAGGGCGGGGATTGAGGCGGGTAGGGCGGGGATTGAGGCGGGTCAAGGCGGGTAAGAGGCGGGGTACCGACTGATTAAAAA

Avr2
Sfil Stul|
polyA Bgll SpDon BseR1l || Clal
| | | [ |
TTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGATCGATCAA

N R N N A N
AAATAAATACGTCTCCGGCTCCGGCGGAGCCGGAGACTCGATAAGGTCTTCATCACTCCTCCGAAAAAACCTCCGGATCCGAAAACGTTTCTAGCTAGTT

BspM1
BsaBl BfuAl Eagl
| | |
GAGACAGGATGAGGATCGTTTCGCATGATTGAACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCAC

NN R R N N N N
CTCTGTCCTACTCCTAGCAAAGCGTACTAACTTGTTCTACCTAACGTGCGTCCAAGAGGCCGGCGAACCCACCTCTCCGATAAGCCGATACTGACCCGTG

Narl
Kasl| Drdl

| | |
AACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTTTGTCAAGACCGACCTGTCCGGTGCCCTGAATGA

NN N N N A
TTGTCTGTTAGCCGACGAGACTACGGCGGCACAAGGCCGACAGTCGCGTCCCCGCGGGCCAAGAAAAACAGTTCTGGCTGGACAGGCCACGGGACTTACT

Pvu?2
Mscl Fspl | Pf1F1 Eco57
| | | | |
ACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTG
NN R R N A N
TGACGTTCTGCTCCGTCGCGCCGATAGCACCGACCGGTGCTGCCCGCAAGGAACGCGTCGACACGAGCTGCAACAGTGACTTCGCCCTTCCCTGACCGAC

2500

2600

2700

2800

2900
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2901

3001

3101

3201

3301

SpDon Bcivl BsrD1
| | |
CTATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGC

AR R R A R R N R R N e R A R R R N AR R R N
GATAACCCGCTTCACGGCCCCGTCCTAGAGGACAGTAGAGTGGAACGAGGACGGCTCTTTCATAGGTAGTACCGACTACGTTACGCCGCCGACGTATGCG

BtgZl
BspM1l | Sapl
BfuAl | Earl

I |
TTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAAACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGA
NN R R N N
AACTAGGCCGATGGACGGGTAAGCTGGTGGTTCGCTTTGTAGCGTAGCTCGCTCGTGCATGAGCCTACCTTCGGCCAGAACAGCTAGTCCTACTAGACCT

BpuEl Sphl Ncol

| | |
CGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGATCTCGTCGTGACCCATGGCGATGCCTGC
R R R A R R N R N R e R A N R R N AR R R N
GCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGACAAGCGGTCCGAGTTCCGCTCGTACGGGCTGCCGCTCCTAGAGCAGCACTGGGTACCGCTACGGACG

BseY1l
Nael |
Btgzl NgoM4 | | Rsr2 Ecil
| [ | |
TTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCC
NN N A RN A N R R A N NN R N
AACGGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAAGTAGCTGACACCGGCCGACCCACACCGCCTGGCGATAGTCCTGTATCGCAACCGATGGG

Sapl Btgzl

Earl Ecob57 BssS1 BsrB1l |

| | | [
GTGATATTGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCT
NN N R N A N N R R A N N RN
CACTATAACGACTTCTCGAACCGCCGCTTACCCGACTGGCGAAGGAGCACGAAATGCCATAGCGGCGAGGGCTAAGCGTCGCGTAGCGGAAGATAGCGGA

3000

3100

3200

3300

3400
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3401

3501

3601

3701

3801

BssS1
BspM1
BsrBl BstBl BfuAl SpAcc
| | | |
TCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATGACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCT
R N N R A N N R N R R RN
AGAACTGCTCAAGAAGACTCGCCCTGAGACCCCAAGCTTTACTGGCTGGTTCGCTGCGGGTTGGACGGTAGTGCTCTAAAGCTAAGGTGGCGGCGGAAGA

Nael Bpml
NgoM4 | SpAcc |
Bpml | Avr?2 |

[ I
ATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAGTTCTTCGCCCACCCTAGGGGGAG

NN N R N N
TACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCTGCGGCCGACCTACTAGGAGGTCGCGCCCCTAGAGTACGACCTCAAGAAGCGGGTGGGATCCCCCTC

polyA polyA

| |
GCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGTGTTGGGTCGTTTGTTCAT
R R R A R R N R R R e R R R R R R R AR R R N
CGATTGACTTTGTGCCTTCCTCTGTTATGGCCTTCCTTGGGCGCGATACTGCCGTTATTTTTCTGTCTTATTTTGCGTGCCACAACCCAGCAAACAAGTA

Bsal
|
AAACGCGGGGTTCGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCCACCCCACC

NN R R R R N N N
TTTGCGCCCCAAGCCAGGGTCCCGACCGTGAGACAGCTATGGGGTGGCTCTGGGGTAACCCCGGTTATGCGGGCGCAAAGAAGGAAAAGGGGTGGGGTGG

BstAP
AlwN1 Bsu36 Dral
| | !
CCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCGGCAGGCCCTGCCATAGCCTCAGGTTACTCATATATACTTTAGATTGATTTARAA
N N A RN A N R N A N R RN
GGGGTTCAAGCCCACTTCCGGGTCCCGAGCGTCGGTTGCAGCCCCGCCGTCCGGGACGGTATCGGAGTCCAATGAGTATATATGAAATCTAACTAAATTT

3500

3600

3700

3800

3900
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3901

4001

4101

4201

4301

4401

Dral BspH1
| |
ACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGAC

PEEEEEEErrr ettt e e e t=rrrr e e t=rr e et = et e e eyttt
TGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTCGCAGTCTG

BpuEl
|
CCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTT

RN R R R R R R R R R N R R R R NN R R R R R R
GGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAA

Ecob57 SpAcc

| |
TGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCA
R N A N R A N R N N R RN
ACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGT

AlwN1 BpuEl
| |
CCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTG

NN R R N N N N
GGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAAC

Apall BseY1l
| |
GACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGA

NN R N N N
CTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTGGCTTGACT

Bcivl
SpAcc Ecil | BssSl
| | | |
GATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCAC
R N R N N R N R R RN
CTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTG

4000

4100

4200

4300

4400

4500
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SpAcc Drdl BpuEl
| | |
GAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGG
S R R R N A R R R R R A R R RN R N NN N RN R0
CTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCC

SpDon
SpAcc Ecil BspLU|
| | |l
CGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATT
e R R A R R R N R R R R e R N R R N R NN N N Ry
GCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAACGACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAA

Nsil
BfrB1l |
[
CTGTGGATAACCGTATTACCGCCATGCAT
L2 T T T I I I O I I B B0
GACACCTATTGGCATAATGGCGGTACGTA

10
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Found:

Aat2 Acc65

BfuAl Bgll
Bsgl Bsml
Btsl Clal
Hpal Kasl

Pf1IM1 polyA
SnaBl1 SpAcc

Unique:

Acc65 Afel
Btsl Clal
Nhel Notl

Xhol Xmnl
Not found:
Aarl Acll

BsmB1 BspEl
FCatR FCatP
R4atB R4atL
T7Ter PISce

Excluded by site
Accl Acil

BsaAl BsaH1l
BsrF1 BssK1l

Fokl Hae?2
HpyC4 HpyC5
PpuM1l Rsal
TspR1

Afel
Bgl2
BspH1
Dral
Kpnl
Psil
SpDon

Afl2
Ecl2
Pf1F1

Ahdl
BssH2
SCcFRT
R4atP

Afl12
BmgB1
BspLU

Dra3

Mfel
PspOM

Sphl

Agel
EcokK
PspOM

Ascl
BstX1l
Fsel
R4atR

complexity:

Afl13
BsaJl
BstF5

Hae3

Mae3
Sau3A

Alul
BsaWl
BstN1

Hgal

Mbo?2
Sau96

Agel
Bmrl
BspM1
Drdl
Mscl
Pstl
Sspl

Apal
EcoR1l
Pstl

AsiSl
Bstzl
FspAl
SanD1

Alwl
BseM?2
BstU1

Hhal

Mnll
SfaN1l

Alel
Bpml
BsrBl1
Eagl
Nael
Pvu?2
Stul

Asel
Fspl
Rsr2

Baela
BxatB
I Ceu
Sbfl

Apol
BsiEl
BstYl
Hinc2

Msel

Sfcl

AlwN1
BpulO
BsrDl1
Earl
Narl
Rsr2
Xbal

BamH1
Hind3
Sacl

Baelb
BxatL
loxP
Scal

Aval
BsiH1
Btgl
Hinfl
Msll
Smll

Apal
BpuEl
BsrG1l

Ecil

Ncol

Sacl

Xcml

Bgl2
Hpal
Sall

Bbsl
BxatR
Mlul
Sgfl

Ava?
Bsll
Cacs8
HinP1l
MspAl
Styl

11

Apall
Bsal
BssS1
Ecl2
Ndel
Sac2
Xhol

BmgB1
Kasl
SexAl

BbvC1l
BxatP

Nrul
SgrAl

Banl
BsmAl
CviJl

HpaZ2

Mwol

Tagl

Asel
BsaB1l
BstAP
Eco57
NgoM4

Sall

Xmnl

BpulO
Kpnl
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