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pPS-CFP2-C vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). MCS

sequence shown in frame, amino acids coded by MCS shown in black.

Asel Bgl 1

I I
TAGTTATTAATAGTAATCAATTACGGGGT CATTAGT TCATAGCCCATATAT GGAGT TCCGCGT TACATAACT TACGGT AAATGECCCGCCT GECTGACCG

N N R R R R N Rt N R N RN AR N AN n TR AN AR RRRE DA NRRAN R
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT ATCGGGT ATATACCT CAAGGCGCAATGTATTGAATGCCAT TTACCGGGCGGACCGACTGGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCAT TGACGT CAATAAT GACGTATGI TCCCATAGT AACGCCAATAGCGACT TTCCATTGACGT CAATGGEGT GGAGTATTTACGGT

O N R R R A RN N Rt N e N AN AR AN A RN A NEA RN vy
GGGT TGCTGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGCGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAAT GCCA

Bgl 1 Ndel Aat 2 Bgll Bnrl

I I I I I
AAACTGCCCACT TGECAGT ACATCAAGT GTATCATATGCCAAGT ACGCCCCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECATTATGCCCAGTA

200 [T EEEee ==t e e e e e e e e e e 300
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGGATAACT GCAGT TACT GCCAT T TACCGGGCGGACCGTAATACGGGT CAT

SnaBl1 Ncol

I I
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGTGATGCGGT TTTGECAGI ACAT CAAT GGGCGT GGA

L R R R R R R N R N N N A NN AR EANERER N R nARAA A
GT ACTGGAATACCCT GAAAGGAT GAACCGT CAT GTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT

1
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PS- CFP2

PS- CFP2

PS- CFP2

Aat 2 Eci 1

I I
TAGCGGT TTGACT CACGGGGATTTCCAAGT CTCCACCCCAT TGACGT CAATGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

401 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGT AACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel

I I
ACAACT CCGCCCCAT TGACGCAAAT GGGECGGT AGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCGCTA

L N R R R R R N R AR A R R R R AR
TGT TGAGGCGGGGT AACT GOGT TTACCCGCCAT CCGCACAT GCCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGATCGCGAT

Nar 1
Agel Kas1| Mscl

I | | I
CCGGTCGOCACCAT GAGCAAGGBGCGCCGAGCT GT TCACCGGCAT CGT GCOCAT CCTGATCGAGCT GAAT GGOGAT GT GAAT GGCCACAAGT TCAGCGTGA
L0 R A A A R R R A s NN AN AR
GGCCAGCGGT GGTACT CGT TCCCGOGGCT CGACAAGT GBCCGT AGCACGGGT AGGACT AGCT CGACT TACCGCTACACT TACCGGT GT TCAAGT CGCACT
> MSKGAELTFTGI VPI LI ELNGDVNGHTEKTFSV

Mscl
Bsr Bl Bsgl Bst X1 [
Bcgla| Bcglb | Eco57 Al el | |

N | | |1
GCGGOGAGGGCGAGGGCGAT GCCACCT ACGECAAGCT GACCCT GAAGT TCAT CTGCACCACCGGCAAGCT GCCTGT GCCCT GECCCACCCT GGT GGCCAC

LA R R st R R R R RNt AN AR AR N
CGCOGCT COCGCTCCOGCT ACGGT GGAT GOCGT TCGACT GGGACT TCAAGT AGACGT GGT GGOCGT TCGACGGACACGGGACCGGGT GBGACCACCGET G
>S GEGEGDATYGKTLTLI KTFI CTTGKLPVPWPTLVAT

BpulO Btsl Bsgl Bsu36

I I I I
CCTGAGCTACGGECGT GCAGT GCTTCTCACGCTACCCCGAT CACATGAAGCAGCACGACT TCT TCAAGAGCGCCAT GCCTGAGGEGCTACAT CCAGGAGCEC

LU R R R N s A A A R AR e A A
GGACTCGAT GCOGCACGT CACGAAGAGT GCGAT GGGGCTAGT GTACT TCGT CGT GCTGAAGAAGT TCTCGCGGT ACGGACT CCCGATGT AGGT CCTCGCOG
> L SYGVQCFSRYPDHMEKAOQHDTFTFIKSAMPETGYI!l QETR

500
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BssH2 Baelb Baela

I I I
ACCATCTTCTTCGAGGAT GACGGCAACT ACAAGACGCGCGCCGAGGT GAAGT TCGAGGGECGATACCCT GGT GAGT CGCATCGAGCT GACCGGECACTGATT

901 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1000
GGTAGAAGAAGCTCCTACTGCCGT TGATGT TCTGCGOGCGGCT CCA GCTCCCGCTATGGGACCACT CAGOGT AGCT CGACT GGCCGT GA
PS- CFP2 > T | F F E D D G N Y K T RAEV K F EGDTLVSRI ELTGT D

Bsr GL Sfil
Al el | Bgl 1
I
TCAAGGAGGATGGCAACAT CCTGGGCAATAAGAT GGAGT ACAACT ACAACGCCACCAATGT GTACAT CGT GGCCGACAAGGCCAGGAATGGCATCAAGGT
1001 [ [LELEEEE=Prerer e r=trrerer et =rrrrererr=errr e et = rrere<ere e =eer e e e e 1100
AGTTCCTCCTACCGT TGTAGGACCCGT TATTCTACCTCATGI TGATGI TGCGGT GGT TACACATGTAGCACCGGCTGT TCCGGI CCTTACCGTAGT TCCA
PS- CFP2 >F K EDGNI L GNKMEYNYNATNVY 1!l VADIKARNGI KV

Eci 1 Pvu2 Bsgl

| | |
GAACT TCAAGGT CCGCCACAACAT CAAGGAT GGCAGCGT GCAGCT GGCCGACCACT ACCAGCAGAATACCCCCAT CGECGATGECCCTGT GCTGCTGCCC

O A AR R A AR A R R N A AR A R A AR XEY
CTTGAAGT TCCAGGCGGTGT TGTAGT TCCTACCGT CGCACGT CGACCGGCT GGT GATGGT CGT CT TATGGGGGT AGCCGCTACCGGGACACGACGACGEG
PS- CFP2 > NF KVRHNI KDGSVQLADHYQQNTZ®PI GDGPVLTLFP

EcoN1 Xhol

I I
GATAACCACTACCT GT CCACCCAGAGCGCCCT GT CCAAGGACCCCAACGAGAAGCCCGAT CACATGATCTACCT CGAGT TCGT GACCGCCGCCGCCATCA

1201 ||||||||I*I||||||||*||||||||I*I|||||||I*I||||||||*||||||||I*I|||||||I*I||||||||*|||||||||*|||||||||* 1300
CTATTGGT GATGGACAGGT GGGT CTCGCGEGACAGGT TCCTGBGGT TGCTCT TCGCGCTAGT GTACTAGAT GGAGCT CAAGCACT GGOGGCGGECGGTAGT
PS- CFP2 >DNHYLSTQSALSKDPNET KRDHMI YLETFVTAAA
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1301

PS- CFP2 >

1401

PS- CFP2

1501

1601

1701

com

BpuEl Xhol H nd3 EcoRl1l Sal 1

Pf 1 ML Bsr GL BspEl | Bgl2 | Sacl | BstB1 | Pst 1] Acc65 | Xbal

[ [ |1 ] [ [ I
CCCACGGCATGGATGAGCTGTACAAGT COGGACT CAGAT CTCGAGCT CAAGCT TCGAAT TCTGCAGT CGACGGT ACCGCGEECCCEEGATCCACCGGATC

R R N R R R N R e R st AN AR AR AR AN AR
GGGT GOCGT ACCTACT CGACAT GT TCAGGCCTGAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GGCGCCCGGGCCCTAGGT GGCCTAG
T HGMDETL Y K|S GLRSRAQASNSAVDGTAGPGSTGS

Bcl 1BsaB1

| I I
TAGATAACTGATICATAATCAGCCATACCACAT TTGTAGAGGT TTTACT TGCT TTAAAAAACCT CCCACACCT CCCCCT GAACCT GAAACATAAAAT GAAT

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
ATCTATTGACTAGT AT TAGTCGGTATGGT GTAAACATCTCCAAAAT GAACGAAAT TTTTTGGAGGGT GTGGAGGGGEGACT TGGACT TTGTATTTTACTTA
R *

Dral

Bsnil
M el]|

|l I
CCAATTGTTGTTGTTAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATT

R R R R NN NN Rt A mmm N nE A EmE N R AU
CGT TAACAACAACAAT TGAACAAATAACGT CGAATAT TACCAATGT TTATTTCGT TATCGTAGT GT TTAAAGT GT TTATTTCGT AAAAAAAGT GACGTAA

Hpal Psi 1l Bt s1 Bsnil

M ul Sspl

I I
CTAGTTGTGGT TTGTCCAAACTCATCAATGTATCTTAACGCGTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT TAAATCAGCT

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
GATCAACACCAAACAGGT TTGAGTAGT TACATAGAAT TGCGCAT T TAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAAT TTAAAAACAAT TTAGTCGA

Psi 1
I
CATTTTTTAACCAATAGGCCGAAAT CGBCAAAATCCCT TATAAATCAAAAGAAT AGACCGAGATAGGGT TGAGTGT TGT TCCAGT TTGGAACAAGAGT CC

U R e N N A AR AR
GTAAAAAATTGGTTATCCGGECTTTAGCCGI TTTAGGGAATATTTAGT TTTCTTATCTGGCTCTATCCCAACT CACAACAAGGT CAAACCTTGTTCTCAGG
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BsaXb Drdil BsaXa Dr a3

1801

1901

2001

2101

2201

I I I I
ACTATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGAT GBCCCACT ACGT GAACCATCACCCTAATCAAGT TTTTTGGGG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1900
TGATAATTTCT TGCACCT GAGGT TGCAGT TTCCCGCT TTTTGGCAGATAGT CCCGCTACCGGGT GATGCACT TGGTAGT GGGAT TAGT TCAAAAAACCCC

Nael
NgoM4 |
[ |
TCGAGGT GCCGTAAAGCACTAAAT CGGAACCCT AAAGGGAGCCCCCGAT TTAGAGCT TGACGGGEGAAAGCCGGECGAACGT GGCGAGAAAGGAAGGGAAGA

R R N AR N RN AR AR AN AR vy
AGCTCCACGGCATTTCGTGATTTAGCCT TGGGAT TTCCCTCGGGEGECTAAATCT CGAACT GCCCCT TTCGECCGCT TGCACCGCTCTTTCCTTCCCTTCT

Bsr B1
I
AAGCGAAAGGAGCGGEECECT AGGECGECT GECAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGECCGECECTTAATGCGCCGCTACAGGEECELGT C

R R R R N R A R AN AR AR A AR N A iy
TTCGCTTTCCT CGOCCGOGAT CCCGOGACCGT TCACAT CGCCAGT GOGACGOGCAT TGGT GGT GT GGBCGGOGCGAAT TACGCGGECGAT GT CCCGOGCAG

Bci V1
BspHL |
BsrBl1 | |
|
AGGTGGCACT TTTCGGGGAAATGTGCGCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAA

R R R e R R N R N e A N N A AN AN e A A RN Rty
TCCACCGTGAAAAGCCCCT T TACACGOGCCT TGGGGATAAACAAATAAAAAGAT TTATGT AAGT TTATACATAGGCGAGTACTCTGT TATTGGGACTATT

Eci 1
Sspl Earl Bsu36 Pvu2 | BseYl

I I I | | I
ATGCTTCAATAATATTGAAAAAGGAAGAGT CCTGAGGOGGAAAGAACCAGCT GT GGAAT GT GT GT CAGT TAGGGT GT GGAAAGT CCCCAGGCTCCCCAGC

R A Rt R N R AN AN RN AN M RN AR sy
TACGAAGTTATTATAACT TTTTCCTTCTCAGGACT CCGCCTTTCT TGGT CGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGT CCGAGGGGT CG
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2301

2401

2501

2601

Nsi 1 Nsi 1

Sphl | Sphl |
BfrBl | BfrBl |
BstAP | | SexAl BseY1l BstAP | |

| I I I | I
AGGCAGAAGT ATGCAAAGCAT GCATCTCAAT TAGT CAGCAACCAGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTC

R R R R R R R N N N AN RN A R NERA RN
TCCGTCTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT COGAGGGGT CGT COGTCTTCATACGT TTCGTACGTAGAG

Eci 1l
Eci 1l Eci 1l Bnr 1| Eci 1l Ncol
I I |l I I
AATTAGT CAGCAACCATAGT CCCGCCCCTAACT CCGCCCAT CCCGCCCCTAACT CCGCCCAGT TCCGCCCATTCTCCGCCCCATGECTGACTAATTTTTT

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
TTAATCAGT CGT TGGT ATCAGGGCGGGGAT TGAGGCGGEGT AGGGOGEGGAT TGAGGOGEGT CAAGGCGGGT AAGAGGCGGGEGT ACCGACT GATTAAAAAA

Avr 2
Sfil St ul|
Bgl 1 BseR1 || dal

I | 1] I
TTATTTATGCAGAGGCCGAGGCCGOCTCGGOCTCTGAGCTAT TCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGGCT TTTGCAAAGATCGATCAAG

N R R AR R N R R N RN AR RN NNRRA AR
AATAAATACGT CTCOGGCT COGGCGGAGCCGGAGACT CGATAAGGT CT TCATCACT CCTCCGAAAAAACCT CCGGATCCGAAAACGT TTCTAGCTAGT TC

BspML
BsaBl Bf uAl Eagl

I I I
AGACAGGAT GAGGAT CGT TTCGCATGATTGAACAAGAT GGAT TGCACGCAGGT TCTCCGGCCGCT TGGGT GGAGAGGCTAT TCGGCTATGACTGGGCACA
R R R A R R R R ANt AR AN AR AN RRAANE RN
TCTGTCCTACTCCTAGCAAAGCGTACTAACT TGT TCTACCT AACGT GCGT CCAAGAGGCCGGOGAACCCACCT CTCCGATAAGCCGATACT GACCCGT GT

Nar 1

Bnr 1 Kas1| Drdl

2701

| | |
ACAGACAAT CCECTGCTCTGATGCCGCCGT GI' TCCAEECT GT CAGCGCAGEEGECECCCGETTCTTTTTGI CAAGACCGACCT GT CCGGT GCCCTGAATGAA

R R R R R R R S AR AN AR A
TGTCTGT TAGCCGACGAGACT ACGGOGGCACAAGGBCCGACAGT CBCGT CCOCGCGEECCAAGAAAAACAGT TCT GGCT GGACAGGCCACGGGACT TACT T

2400

2500
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2800
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2801

2901

3001

3101

3201

3301

Pvu2
Mscl Fspl | Pfl F1 Eco57

I I I I
CTGCAAGACGAGGCAGCGCGEGECTAT CGT GECT GECCACGACGEECGT TCCT TGCGCAGCT GT GCTCGACGT TGT CACT GAAGCGGEGAAGGGACTGECTCC

R R N e A A R R A RN R AN R AN A AN ity
GACGT TCTGCTCOGT CGOGCCGATAGCACCGACCGGT GCT GCCCGCAAGGAACGOGT CGACACGAGCT GCAACAGT GACT TCGCCCT TCCCTGACCGACG

Bci V1 Bsr D1
I I
TATTGGGECGAAGT GCCGEGECAGGATCTCCTGTCATCTCACCT TGCTCCTGCCGAGAAAGT AT CCATCAT GGCT GATGCAAT GCGGCGECTGCATACGCT

R A A R A AR e N AR AR AR A N A sty
ATAACCCGCT TCACGGCCCOGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCTCTTTCATAGGT AGTACCGACTACGT TACGCCGCCGACGTAT GCGA

BspML Sapl
Bf uAl Ear 1

I
TGATCCGGECTACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGATCAGGATGATCTGGAC

R N R A R R R S N AN AR A AN iy
ACT AGGCCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGTAGCGT AGCT CGCTCGT GCATGAGCCT ACCT TCGGECCAGAACAGCTAGT CCTACTAGACCT G

BpuEl Sphl Ncol
I I I
GAAGAGCAT CAGGGGECT CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGGECGAGGATCT CGT CGT GACCCAT GGCGATGCCTGCT

R A R R R N R AN R RN RN AN N R RN RN AR sy
CTTCTCGT AGT COCCGAGCGCGGT CBGCT TGACAAGCGGT CCGAGT TCOGCT CGTACGGGCT GCCGCT CCTAGAGCAGCACT GGGT ACCGCTACGGACGA

BseYl
Nael |
NgoM4 | | Rsr 2 Eci 1
|| I
TGCCGAATATCATGGTGGAAAAT GCCCGCTTTTCTGGAT TCAT CGACT GT GGCCGGCT GGGT GTGGCGGACCGCTAT CAGGACATAGCGT TGECTACCCG

LLCEEEEEETER e e et et et ee e = e >t 3300
ACGGCT TATAGTACCACCT TTTACCGGCGAAAAGACCTAAGT AGCT GACACCGGCCGACCCACACCGCCT GBCGATAGT CCTGT ATCGCAACCGAT GGGC

Sapl
Ear 1 Eco57 BssS1 Bsr B1

I I I I
TGATATTGCT GAAGAGCT TGECGGOGAAT GGGCTGACCGCT TCCTCGT GCTTTACGGT AT CGCCGCT COCGAT TCGCAGCGCATCGCCTTCTATCGCCT T

LLCEEEEEE TR e e et e e e e et e =i et f > 3400
ACTATAACGACT TCTCGAACCGCCGCT TACCCGACT GGOGAAGGAGCACGAAAT GCCAT AGCGGECGAGGGCT AAGCGT CGOGT AGCGGAAGATAGCGGAA

7
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3401

3501

3601

3701

3801

3901

BssS1
BspML
Bsr B1 Bst B1 Bf uAl
I I I
CTTGACGAGT TCT TCTGAGCGGGACT CTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCAT CACGAGATTTCGATTCCACCGCCGCCTTCTA
||||||||I*I|||||III*I||||||II*II|||||II*II||||||I*III|||||I*I|||||||I*I|||||III*IIIIIIIII*IIIIIIIII* 3500
GAACTGCTCAAGAAGACT CGCCCTGAGACCCCAAGCTTTACT GGECTGGT TCGCT GCGGGT TGGACGGT AGT GCTCTAAAGCT AAGGT GGCGGECGGAAGA
Nael
Ngowd | Bpmil
Bpnl | Avr2 |

| | ||
TGAAAGGT TGGGCTTCCGAATCGT TTTCCCEGACGCCGECT GGAT GAT CCT CCAGCGCGGEEGAT CTCAT GCTGGAGT TCTTCGCCCACCCT AGGGEGEGAGG

R R R R R N R R Rt S RNt AN AN RN NRRRARER AR RRRN oy
ACTTTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGGOCGACCTACT AGGAGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGGGT GBGATCCCCCTCC

CTAACTGAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGOGCT ATGACGGCAAT AAAAAGACAGAAT AAAACGCACGGT GT TGGGT CGTTTGT TCATA
N R R A R R R A N N A AR AN AR ey
GATTGACTTTGTGCCT TCCTCTGT TATGGCCT TCCT TGEGCGOGATACTGCCGT TATTTTTCTGT CTTAT T T TGOGT GCCACAACCCAGCAAACAAGTAT

Bsal

|
AACGCGEGEGET TCGGT CCCAGGECT GGCACT CTGTCGATACCCCACCGAGACCCCAT TGGEEECCAATACGCCCACGT TTCTTCCTTTTCCCCACCCCACCC

R N R Rt A e N R R Rt ANt AR RN NRRRAR AR AR -y
TTGCGCCCCAAGCCAGGGT CCCGACCGT GAGACAGCTAT GGGGT GECT CTGGEGGT AACCCCGGT TAT GCGGGECGCAAAGAAGGAAAAGGEGT GGGGT GGG

Bst AP
Al w1 Bsu36 Dral
I I
CCCAAGT TCGGGTGAAGGCCCAGGEGECT CGCAGCCAACGT CGEEGCGGECAGECCCTGCCATAGCCTCAGGT TACTCATATATACT TTAGATTGATTTAAAA

LLCLEEEEE TR e e e e e e e =i et == et > 3900
GGGT TCAAGCCCACT TCOGGGT CCCGAGCGT CGGT TGCAGCCCCGCCGT COGGGACGGT ATCGGAGT CCAAT GAGTATATATGAAATCTAACTAAATTTT

Dral BspH1
| I
CTTCATTTTTAATTTAAAAGGAT CTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACT GAGCGT CAGACC

RN R R N NN R N R RN AN AR NN AN AN RN vy
GAAGTAAAAATTAAAT TTTCCTAGATCCACT TCTAGGAAAAACTAT TAGAGT ACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGGT GACTCGCAGTCTGG
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4001

4101

4201

4301

4401

4501

BpuEl

|
CCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGT AATCTGCTGCT TGCAAACAAAAAAACCACCGCTACCAGCGGTGGITTGITT

R R R R AR RN N EE N mm AT NN AR AR R RN vy
GGCATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT TAGACGACGAACGT TTGT TTTTT TGGT GGOGAT GGTCGCCACCAAACAAA

Eco57

I
GCCGCGATCAAGAGCTACCAACTCTTTTTCCGAAGGT AACT GECT TCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGT GTAGCCGTAGT TAGGCCAC

R N N AN N R N N S AN AN AN AR AR R RN ey
CGGCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGT CTCGOGT CTATGGT TTATGACAGGAAGAT CACATCGGCATCAATCCGGT G

Al wN1 BpuEl

I I
CACTTCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGT GECT GCTGCCAGT GGCGATAAGT CGTGTCTTACCGEGT TGG

R R A R R R Nt N Rt R RNt AN RN AN R RN E AR RARAN vy
GTGAAGT TCT TGAGACATCGT GGOGGAT GTAT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCT AT TCAGCACAGAAT GGCCCAACC

ApalLl BseYl

| I
ACTCAAGACGATAGT TACCGGAT AAGGECGCAGCGGT CGEGECT GAACGGEEEEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCTACACCGAACT GAG

R N R A N R R AN N RNt AN R R RN AR E RN oy
TGAGT TCTGCTATCAAT GGCCTAT TCOGCGT CGCCAGCCCGACT TGCCCCCCAAGCACGT GTGT CGGGT CGAACCTCGCT TGCTGGATGT GGCTTGACTC

Bci V1
Eci 1 | BssS1

I
ATACCTACAGCGT GAGCT ATGAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGECAGEGT CGGAACAGGAGAGCGCACG

N R R R N R e A R N A AR N T AR vy
TATGGATGTCGCACTCGATACT CT TTCGCGGT GCGAAGGECT TCCCT CT TTCCGCCTGT CCATAGGCCAT TCGCOGT CCCAGCCT TGTCCTCTCGOGTGC

Drd1l BpuEl
| |
AGGGAGCT TCCAGGGEGEGAAACGCCTGGTATCTTTATAGT CCTGT CGGGT TTCGCCACCT CTGACT TGAGCGT CGATTTTTGT GATGCT CGT CAGGGEGEGEEC

R R R N At R R N AN AR RAN ANy
TCCCTCGAAGGT COCCCT TTGOGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACT ACGAGCAGT CCCCCCG
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Eci 1 BspLU

I I
GGAGCCTATGGAAAAACGCCAGCAACGCGECCTTTTTACGGT TCCTGECCTTTTGCTGECCT TTTGCTCACATGT TCTTTCCTGCGT TATCCCCTGATTC

S N R R R R R RN R A RN AR RN EREN AR
CCTCGGATACCT TTTTGCGGT CGT TGCGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAATAGGGGACTAAG

Nsi 1
Bfr Bl |

| |
TGTGGATAACCGTATTACCGCCATGCAT

4701 [ TLLELETE=P =i iry] 4728
ACACCTATTGGCATAATGGOGGTACGTA

Found:

Aat 2 Acc65 Af el Agel Al el Al wN1 Apal ApalLl Asel Avr 2 Baela Baelb BantHil Bcgla
Bcglb Bci V1 Becl 1 Bf r B1 Bf uAl Bgl 1 Bgl 2 Bnr 1 Bpmi BpulO BpuEl Bsal BsaB1 BsaXa
BsaXb BseR1l BseYl Bsgl Bsnil BspEl BspH1 BspLU BspML Bsr Bl Bsr D1 Bsr GL BssH2 BssS1
Bst AP  BstB1 Bst X1 Bsu36 Btsl dal Dral Dr a3 Drdl Eagl Ear 1l Eci 1 Eco57 EcoN1
EcoR1 Fspl Hi nd3 Hpal Kas1l Kpnl M el M ul Mscl Nael Nar 1 Ncol Ndel NgoM4

Nhel Nsi 1 PflF1 Pf1 ML Psi 1 PspOM Pst 1 Pvu2 Rsr 2 Sacl Sac?2 Sal 1 Sapl SexAl

Sfil Smal SnaB1 Sphl Sspl Stul Xbal Xhol

10
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Uni que:

Accb65
Bsal
Fspl

Sac?

Af el

BsaXa

H nd3

Sal 1

Not found:

Aar 1
_Chi
Pvul

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1l

Acl 1
EcoK
SanD1

by site

Aci 1
BsaHl
BssK1

Hae?2
Hpy C5

Rsal

Agel Apal
BsaXb BseR1
Hpal Kpnl
SexAl Smal
Afl 2 Ahd1
EcoRV ScFRT
Sbhf 1 Scal
compl exity:

Afl 3 Al ul
BsaJl BsaW
Bst F5 Bst N1

Hae3 Hgal

Mae3 Myo2
Sau3A Sau96

Apall
BspEl
Mel

SnaBl1

Ascl
Fsel
Sgf 1

Al wl
BselWp
Bst Ul

Hhal

wvnl 1
Sf aN1

Asel
BspLU
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