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pKindling-Red-N vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

MCS sequence shown in frame, amino acids coded by MCS shown in black.

Asel Bgl 1

| |
TAGTTATTAATAGT AATCAATTACGCGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GGCCCGECCTGECTGACCG

O R R e R R Rt R R N RN N n RN N EER R AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GOCAT T TACCGGGOGGACCGACT GGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGTATGT TCCCATAGT AACGCCAATAGCGACT TTCCAT TGACGT CAATGGEGTGGAGTATTTACGGT

KO R Rt R R R Rt R R N mmn AR RN N T A ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmr1l

| | | | |
AAACTGCCCACT TGECAGTACATCAAGT GTATCATAT GCCAAGT ACGCCCCCTAT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECAT TATGCCCAGTA

O R R R R R N N AR AN n A T e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT T TACCGGGOGGACCGTAATACGGGT CAT

SnaB1 Ncol

| |
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGT GATGCGGT TTTGGCAGTACATCAAT GGGCGT GGA

O R R R R R R R R N N N R NN T RN NN AN EEE N nnA AN e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGTAGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT

1
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KFP- Red

KFP- Red

KFP- Red

KFP- Red

Aat 2 Eci 1
I I
TAGCGGT TTGACT CACGGGGAT TTCCAAGT CTCCACCCCATTGACGT CAATGGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

S N R R R A A R R N R N NN N E O NN NEN A
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel
| |

ACAACT CCGCCCCATTGACGCAAAT GGGCGGT AGGECGT GTACGGT GGGAGGT CTATAT AAGCAGAGCT GGT TTAGT GAACCGT CAGATCOGCTAGCGCTA

L0 B N R R R R e N R A N A AN AR
TGT TGAGGCGGGGT AACT GOGT TTACCCGCCAT CCGCACAT GOCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGACGAT CGCGAT

> L AL

Xhol H nd3 EcoRl Sal 1 Kpnl |
BpuEl Bgl2 | Sacl | BstBl | Pst1| Acc65
I I I I

Bgl 1
Agel Ncol | Bsal

| | |
CCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGGCCTCCCTGCTGACCGAGA

L R R R R R R R R R U AN m N
(GGCCTGAGT CTAGAGCT CGAGT TCGAAGCT TAAGACGT CAGCT GCCAT GGOGCCOGGEGECCCTAGGT GGCCAGCGGT GGTACCGGAGGGACGACTGGCTCT
>P DSDLELZ KLRI LQSTVPRARDPPVATMASTLILTE

Btsl Bcglb Bcgla

| | |
CCATGCCCT TCAAGACCACCAT CGAGGGCACCGT GAACGGCCACT GCT TCAAGT GCAT CGGCAAGGGECGAGGGECAACCCCT TCGAGGGCACCCAGGAGAT

LA R e R R R R R RN R R
GGTACGGGAAGT TCTGGT GGT AGCT CCCGT GBCACT TGCCGGT GACGAAGT TCACGT AGCCGT TCCOGCT CCOGT TGGGGAAGCT CCCGT GGGT CCTCTA
>T MPF KTTI EGTVNGHT CFZ KT CI GKGEGNPTFETGTQEM

BsaBl1
|
GAAGAT CGAGGT GAT CGAGGGECGEECCCCCTGCCCTTCGECCTTCCACATCCTGT CCACCT CCTGCATGTACGGECTCCAAGACCT TCATCAAGTACGTGTCC

L B A A R R R R A A AN AR AN RN
CTTCTAGCT CCACT AGCT CCCGOCGGGGGACGEGAAGCGGAAGGT GTAGGACAGGT GGAGGACGT ACAT GCCGAGGT TCTGGAAGT AGT TCATGCACAGG
> KI EVI EGGPLPFAFHI LSTSCMYGSIKTFI KY VS
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GGCATCCCCGACTACT TCAAGCAGT CCT TCCCCGAGGECT TCACCT GBGAGCGCACCACCACCT ACGAGGACGGECGGCT TCCT GACCGCCCACCAGGACA
L0 B R N A S R R R R R A AR AR AR A e
CCGTAGGGGCTGAT GAAGT TCGT CAGGAAGGGEGCT CCCGAAGT GGACCCT CGCGT GGT GGT GGAT GCTCCT GCOGCCGAAGGACT GBOGGGT GGTCCTGT
KFP- Red > Gl PDYFKQSFPEGFTWERTTTYEDGGEFTLTAHA QD

Bsr G1 EaglBseY1l

I I I
CCTCCCTGGACGGECGACT GCCT GGT GT ACAAGGT GAAGAT CCTGGGT AACAACT TCCCCGOCGACGBOCCCGT GAT GCAGAACAAGGT CGGCCGCT GGGA
KAy R N R R R A R N N R A NN N AT AN A AR R e vy
GGAGGGACCT GCOGCT GACGGACCACAT GT TCCACT TCTAGGACCCAT TGT TGAAGGGGCGGECT GCCGEEGECACTACGT CTTGT TCCAGCCGGOGACCCT
KFP- Red >T SLDGDTZ CLVYZKVYKILGNNFPADGPVMQNTKVGRWE

Eco57
Bsgl
Nael
NgoM4 |
Eagl | | |
Al w1 Bgl 1| | | Bf uAl
I

| | I |
GCCCGGAACCGAGAT CGT GTACGAGGT GGACGEECGT GCT GCECGECCAGT CCCT GAT GECCCT GAAGT GCCCCGECGECCEECACCT GACCTGCCACCT G

KO R R N R A R R R N R N A AR A AN R TR A A ey vy
CGGGCCT TGGCTCTAGCACAT GCTCCACCT GCCGCACGACGOGCCGGT CAGGGACT ACCGGGACT TCACGGEGGCCGCCGEOCGT GGACT GGACGGT GGAC
KFP- Red > PGTEI VYEVDGVLRGQSLMALZ KT CPGGRUHLTTCGCHIL

BspML

BspML
Bf uAl
Aar 1 Bsr Bl Eci 1 Eco57

| | | |
CACACCACCTACCGCT CCAAGAAGCCCGCCT CCGCCCT GAAGAT GCCCGGCT TCCACT TCGAGGACCACCGCAT CGAGAT CAT GGAGGAGGT GGAGAAGG

1201 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1300
GT GTGGT GGATGGCGAGGT TCT TCGEGECGGAGGCGEGACT TCTACGGGCCGAAGGT GAAGCT CCT GGT GGCGTAGCT CTAGTACCTCCTCCACCTCTTCC
KFP- Red > HTTYRSKIKPASA AL K M PGFHFEDHRI EI METEV EK
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KFP- Red

Not 1
Eagl

BseR1 BseYl Bsr B1]| Xbal BsaBl1

1301

I I |l I
GCAAGT GCTACAAGCAGT ACGAGGCCGCCGT GBGCOGCT ACT GOGACGCCGCCOCCT CCAAGCT GGGOCACAACT GAGCGGCCGOGACT CTAGATCATAA

R R R R e R R R A AR
CGT TCACGATGT TCGT CATGCT COGECGGCACCCGGOGAT GACGCT GCGECGGGEGAGGT TCGACCCGGT GT TGACT CGOCGGCGCTGAGATCTAGTATT

> K CVY K QY EAAVGRYCDAAPSI KL GHN*

1401

1501

1601

1701

1801

Bsmil
Dral M el| Hpal

|
TCAGCCATACCACATTTGTAGAGGT TTTACT TGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCTGAAACATAAAATGAATGCAATTGT TGTTGI TAA

N R R R R N N R AN nE N ENREE R
AGTCGGTATGGT GTAAACATCTCCAAAAT GAACGAAAT TTTTTGGAGGGT GTGGAGGGGEGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAATT

Psi 1 Bt s1 Bsmnil

|
CTTGTTTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGI TGTGGITTGICC

R R R R N R RN RN NN NN E RN RRRANEAR AR
GAACAAATAACGT CGAATATTACCAATGT TTATTTCGT TATCGTAGTGT TTAAAGT GT TTAT TTCGTAAAAAAAGT GACGT AAGAT CAACACCAAACAGG

Afl 2 Sspl

| |
AAACTCATCAATGTATCTTAAGGECGTAAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAG

N N R Rt R N NN RN EE R RRNE RN EER
TTTGAGTAGT TACATAGAAT TCCGCAT TTAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAAT TTAAAAACAAT TTAGT CGAGTAAAAAATTGGT TATC

Psi 1 BsaXb
I I
GCCGAAAT CGGCAAAAT CCCTTATAAAT CAAAAGAAT AGACCGAGATAGGGT TGAGT GT TGT TCCAGT TTGGAACAAGAGT CCACTAT TAAAGAACGT GG

RN R R N AN N RN R mnE RN R nmE NI
CGGCTTTAGCCGT TTTAGGGAATATTTAGT TTTCT TATCT GGCTCTATCCCAACT CACAACAAGGT CAAACCT TGT TCTCAGGT GATAATTTCTTGCACC

Drdl BsaXa Dr a3

| | |
ACTCCAACGT CAAAGGGCGAAAAACCGT CTAT CAGEGECGAT GGCCCACTACGT GAACCATCACCCTAATCAAGT TTTTTGGGGT CGAGGT GCCGTAAAGC

N R R e R R N RN N R AR
TGAGGT TGCAGT TTCCCGCTTTT TGGCAGATAGT CCOGCTACCGGGT GATGCACT TGGT AGT GGGAT TAGT TCAAAAAACCCCAGCTCCACGGCATTTCG
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Nael
NgoM4 | Bsr Bl

| | |
ACTAAATCGGAACCCT AAAGGGAGCCCCCGAT T TAGAGCT TGACGGEEGAAAGCCGEGECGAACGT GECGAGAAAGGAAGGEGAAGAAAGCGAAAGGAGCGEEC

KO N N R N R N A AR AR AR R E A AN A vy
TGATTTAGCCT TGGGAT TTCCCT CGBEGGCTAAAT CTCGAACT GOCCCT TTCGGCCGCT TGCACCGCTCTTTCCT TCCCTTCTTTCGCT TTCCTCGCCCG

GCTAGGGCGCT GECAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGCCGCGCT TAAT GCGCCGCT ACAGGEGECGCGT CAGGT GGCACT TTTCGGEG

0O N R R R R R R R AR AR AN AN A A vy
CGATCCCGCGACCGT TCACAT CGOCAGT GOGACGCGCAT TGGT GGT GTGEGECGGOGCGAAT TACGCGGOGAT GTCCCGOGCAGT CCACCGT GAAAAGCCC

Bci V1
BspHl |
BsrBl | | Sspl

| |
GAAATGT GCGCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATATGTATCCCCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTG

2101 [ LLEEreeer e e et e e e e e e e e e et 2200
CTTTACACGCGCCT TGGGGATAAACAAATAAAAAGAT TTATGTAAGT TTATACATAGGCGAGTACTCTGT TATTGGGACTAT TTACGAAGT TATTATAAC

Eci 1
Ear 1 Bsu36 Pvu2 | BseYl

I I | | I
AAAAAGGAAGAGT CCT GAGGCOGGAAAGAACCAGCT GTGGAAT GTGT GT CAGT TAGGGT GT GGAAAGT COCCAGGCT CCCCAGCAGGCAGAAGTATGCAAA

o o N R R R R A N A A A RN AR A AN AN ey
TTTTTCCTTCTCAGGACTCOGCCT TTCT TGGTCGACACCT TACACACAGT CAAT CCCACACCT TTCAGGGGT COGAGGGGT CGT CCGTCTTCATACGTTT

Nsi 1 Nsi 1

Sphl | Sphl |

Bf rB1 | Bf rB1 |
Bst AP | | SexAl BseYl Bst AP | |

| 11 I I | I
GCATGCATCTCAATTAGT CAGCAACCAGGT GT GGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCTCAAT TAGT CAGCAACCAT

Lo N N A Rt R RN R AN A AR R sy
CGTACGTAGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT CCGAGGGGT CGTCCGTCTTCATACGT TTCGTACGTAGAGT TAATCAGTCGT TGGTA
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2401

2501

2601

2701

2801

Eci 1l
Eci 1 Eci 1 Bnr 1| Eci 1 Ncol

I I |l I I
AGTCCCGOCCCTAACT CCGOCCAT COCGCCCCTAACT COGCCCAGT TCCGOCCAT TCTCCGCOCCAT GGCTGACTAATTTTTTTTATTTATGCAGAGGCC

R R A R R AN RN NN RN REA AR AR
TCAGGGOGGGGAT TGAGGOGEGT AGGGECGGGEGAT TGAGGCGGGT CAAGGOGGGT AAGAGGCGGGGT ACCGACT GAT TAAAAAAAAT AAATACGT CTCCGG

Avr 2
Sfil St ul|
Bgl 1 BseR1 || dail BsaBl1

| | | |
GAGGCCGCCTCCECCTCTGAGCTATTCCAGAAGT AGT GAGGAGCCT TTTTTGGAGGCCTAGCCT TTTGCAAAGAT CGATCAAGAGACAGGATGAGGATCG

R R R R N Rt R R AN N AR AnEEA AN
CTCCGGOGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCOGAAAAAACCT COGGAT CCGAAAACGT TTCTAGCTAGT TCTCTGTCCTACTCCTAGC

BspML
Bf uAl Eagl Bnr 1

| | |
TTTCGCATGATTGAACAAGATGGAT TGCACGCAGGT TCTCCGGCCGCT TGEGT GGAGAGGCTAT TCGGCTAT GACT GGGCACAACAGACAAT CGECTGCT

R A R R R A R RN N SN RN AR RN AR EEA R AR RAN N
AAAGCGTACTAACT TGT TCTACCTAACGT GCGT CCAAGAGGCCGEOGAACCCACCT CTCCGATAAGCCGATACT GACCCGT G TGTCTGT TAGCCGACGA

Nar 1
Kas1| Drdl

|| |
CTGATGCCGCCGTGT TCCAECT GT CAGCGCAGGEECAECCCCGT TCTTTTTGT CAAGACCGACCT GT CCGGT GCCCT GAAT GAACT GCAAGACGAGGCAGC

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
CTACGGCGGCACAAGGCCGACAGT CGCGT COCCGOGGEECCAAGAAAAACAGT TCTGGCT GGACAGGCCACGGGACT TACTTGACGT TCTGCTCCGTCG

Pvu2
Mscl Fspl | Pfl F1 Eco57

I | I I
GCGGCTAT CGTGGECT GGCCACGACGGGCGT TCCT TGOGCAGCT GT GCTCGACGT TGT CACT GAAGCGGGAAGGGACT GGCTGCTAT TGGGOGAAGT GCCG

R R R R A A A N N AN AR
CGCCGATAGCACCGACCGGT GCTGOCCGCAAGGAACGOGT CGACACGAGCT GCAACAGT GACT TCGOCCT TCCCTGACCGACGATAACCCGCT TCACGEC
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Bci V1 Bsr D1

| |
GGGCAGGATCTCCTGT CATCTCACCT TGCT CCTGCCGAGAAAGT ATCCAT CATGGCT GATGCAAT GCGECGECTGCATACGCT TGATCCGGCTACCTGCC

O R R R N R R A A AN AR A AN vy
CCCGTCCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CT TTCATAGGTAGT ACCGACT ACGT TACGCCGCCGACGT ATGCGAACT AGGCCGAT GGACGG

BspML Sapl
Bf uAl Ear 1

| |
CATTCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGAT CAGGAT GAT CT GGACGAAGAGCAT CAGGGECECT

0o R R N R R AN A R vy
GTAAGCTGGTGGT TCGCT TTGTAGOGT AGCT CGCT CGT GCATGAGCCTACCT TCGBCCAGAACAGCTAGT CCTACTAGACCT GCT TCTCGTAGT CCCCGA

BpuEl Sph1 Ncol

| | |
CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGECGAGCAT GCCCGACGGCGAGGAT CTCGT CGT GACCCATGCCGATGCCTGCT TGCCGAATATCATGGT G

O B R R A e R R R R A R S AR N RN N RN vy
GCGCGGT CGGCT TGACAAGCGGT COGAGT TCOGCT CGTACGGGCT GCOGCT CCTAGAGCAGCACT GGGTACCGCTACGGACGAACGGCT TATAGTACCAC

BseYl
Nael | Sap1l
NgoM4d | | Rsr 2 Eci 1 Ear 1

| 1| I I
GAAAATGGCCGCTTTTCTGGAT TCATCGACT GT GGOCGGCT GBGT GT GBOGGACCGCT AT CAGGACATAGCGT TGGCTACCCGT GATATTGCTGAAGAGC

3201 [ LLLeerst ettt eee et e e e e e e e e e e < 3300
CTTTTACCGGCGAAAAGACCT AAGT AGCT GACACCGGECCGACCCACACCGCCT GGOGATAGT CCTGTATCGCAACCGAT GBGCACTATAACGACT TCTCG

Eco57 BssS1 Bsr B1

| | |
TTGGECGECGAAT GGGCTGACCGCTTCCTCGTGCTTTACGGT AT CGCCGCT CCCGAT TCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGI TCTTCTG

Lo B N R N N N N AN AR m RN sy
AACCGCCGCT TACCCGACT GGOGAAGGAGCACGAAAT GCCAT AGCGGECGAGGECT AAGCGT CGOGT AGCGGAAGATAGCGGAAGAACT GCTCAAGAAGAC

BssS1
BspML
Bsr Bl Bst B1 Bf uAl

| | |
AGCGGGACT CTGGGEGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCATCACGAGAT TTCGAT TCCACCGCCGCCT TCTATGAAAGGT TGEGECTTCG

O R R R e R R N R N AR At NN AN n AR oy
TCOGCCCTGAGACCCCAAGCT TTACTGGCT GGT TCGCTGOGGGT TGGACGGT AGT GCTCTAAAGCT AAGGT GGCGGECGGAAGATACT TTCCAACCCGAAGC

7
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3501

3601

3701

3801

3901

4001

Nael
NgoM4 | Bpni
Bpnil | Avr2 |

| | ||
GAATCGI TTTCCGGGACGCCGECT GGAT GAT CCTCCAGCGECGEGEGEATCTCATGCTGGAGT TCT TCECCCACCCT AGGGEGAGECTAACT GAAACACGGAA

R R R N R N N N AN RN AN RRANE R R
CTTAGCAAAAGGCCCT GOGGCCGACCT ACT AGGAGGT CGCGCCCCT AGAGT ACGACCT CAAGAAGCGGGT GGGATCCCCCTCCGATTGACT TTGTGCCTT

GGAGACAAT ACCGGAAGGAACCCGOGCT ATGACGGCAAT AAAAAGACAGAAT AAAACGCACGGT GT TGGGT CGT TTGT TCATAAACGCGGGGT TCGGTCC
R R R R e e R A R R NN AR
CCTCTGI TATGGCCT TCCTTGGGOGCGATACT GCCGT TATTTTTCTGTCTTAT TTTGCGT GCCACAACCCAGCAAACAAGT AT TTGOGCCCCAAGCCAGG

Bsal

|
CAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCAT TGEGECCAATACGCCCGCGI TTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCCGEGTGAAG

R R R R st R R N A RN RN R RRA RN RARRN
GT CCOGACCGT GAGACAGCT AT GGGGT GGCTCTGGGGT AACCCCGGT TAT GCGGEOGCAAAGAAGGAAAAGGGGT GBGGT GBRGGGT TCAAGCCCACTTC

Bst AP
Al wiN1 Bsu36 Dral Dral
I I I
GCCCAGGGCTCGCAGCCAACGT CGGEGECGECAGGCCCTGCCATAGCCTCAGGT TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAA

R R R R e R R A N A R NN R
CGGGTCCCGAGOGT CGGT TGCAGCCCCGCOGT CCGGGACGGT ATCGGAGT CCAATGAGT ATATAT GAAATCTAACTAAATTTTGAAGTAAAAATTAAATT

BspH1
|
AAGGATCTAGGT GAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGT GAGT TTTCGT TCCACT GAGCGT CAGACCCCGTAGAAAAGATCAAA

RN A R A R A RN NN NN A NRRAR RN
TTCCTAGATCCACTTCTAGGAAAAACT AT TAGAGT ACTGGT T TTAGGGAAT TGCACT CAAAAGCAAGGT GACT CGCAGT CTGGGGCATCTTTTCTAGTTT

BpuEl
|
GGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCT GCT TGCAAACAAAAAAACCACCGCT ACCAGCGGT GGT TTGT TTGCCGGAT CAAGAGCTAC

R R A A Nt N e NN R AN RN RN
CCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT TAGACGACGAACGT TTGT TTTTTTGGT GBCGAT GGT CGCCACCAAACAAACGGCCTAGT TCTCGATG

3600
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4101

4201

4301

4401

4501

4601

Eco57

|
CAACTCTTTTTCCGAAGGTAACT GGCT TCAGCAGAGCGCAGATACCAAATACT GTCCTTCTAGT GTAGCCGT AGT TAGGCCACCACT TCAAGAACTCTGT

U R R R A AN N AR N R nERA AR
GTTGAGAAAAAGGCT TCCATTGACCGAAGT CGT CTCGOGT CTATGGT TTAT GACAGGAAGAT CACAT CGGCAT CAAT COGGT GGTGAAGT TCTTGAGACA

Al wNL BpuEl

| |
AGCACCGCCTACATACCTCGCTCTGCTAATCCT GT TACCAGT GGCTGCT GCCAGT GGCGATAAGT CGT GT CTTACCGGGT TGGACTCAAGACGATAGI TA

R N N R R R R R N AR nnE AR
TCOGT GGOGGAT GTAT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCT AT TCAGCACAGAAT GBCCCAACCT GAGT TCTGCTATCAAT

Apall BseY1l

CCGGATAAGGCGCAGCGGT CEGECT GAACGEEEEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCT ACACCGAACT GAGATACCTACAGCGT GAGC

R R A R R A Rt R N AR N A EEA R RN
GGCCTATTCCGOGT CGOCAGCCOGACT TGOCCCCCAAGCACGT GT GTCGGGT CGAACCT CGCT TGCTGGAT GTGGCT TGACT CTATGGATGTCGCACTCG

Bci V1
Eci 1 | BssS1

|
TATGAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGECAGGEGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGEGEEG

N R e R A A R AN AR RN
ATACTCTTTCGCGGT GCGAAGGGCT TCCCT CTTTCCGOCTGT CCATAGGCCAT TCGOCGT CCCAGCCT TGTCCT CTCGCGT GCTCCCTCGAAGGTCCCCC

Drdl BpuEl Eci 1

| | |
AAACGCCTGGTATCTTTATAGT CCTGT CGGGT TTCGCCACCT CTGACT TGAGCGT CGATTTTTGT GATGCT CGT CAGGGEGEGECGGAGCCTATGGAAAAAC

N A R R R R R R A R R AN NN E RN R REARERR A
TTTGCGGACCATAGAAATAT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACT ACGAGCAGT CCCCOCGCCTCGGATACCTTTTTG

BspLU
|
GCCAGCAACGCGECCTTTTTACGGT TCCTGECCTTTTGCTGECCTTTTGCTCACATGI TCTTTCCTGCGT TATCCCCTGATTCTGT GGATAACCGTATTA

R R R A Rt N v R AR REEA RN EERN
CGGT CGT TGCGOOGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAAT AGGGGACT AAGACACCT AT TGGCATAAT

4200
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Nsi 1
BfrBl |

| |
CCGCCATGCAT

4701 [ [LI1IIT1*] 4711
GGCGGTACGTA

Found:

Aar 1 Aat 2 Acc65 Af el

Bci V1 Bf r B1 Bf uAl Bgl 1

Bsgl Bsml BspH1 BspLU

Dral Dr a3 Drdl Eagl
Mscl Nael Nar 1 Ncol

Rsr 2 Sacl Sac? Sal 1

Afl 2
Bgl 2
BspML
Ear 1
Ndel

Sapl

Agel
Bnr 1
Bsr B1

Eci 1

SexAl

Al wiN1
Bpmi
Bsr D1
Eco57
Nhel

Sfil

Apal
BpuE1l
Bsr Gl
EcoR1

Not 1

Smal

10

Apal1l

Bsal
BssS1
Fspl
Nsi 1

SnaB1

Asel
BsaBl
Bst AP
Hi nd3
Pfl F1

Sph1

Avr 2
BsaXa
Bst B1

Hpal

Psi 1

Sspl

BanmH1
BsaXb
Bsu36

Kas1
PspOM

Stul

Bcgla
BseR1l
Btsl
Kpnl
Pst 1

Xbal

Bcglb
BseYl
dal
M el
Pvu2

Xhol
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Uni que:

Aar 1 Acc65
Bsgl BspLU
Nar 1 Ndel

SnaBl1 Stul

Not found:
Acl 1 Ahd1
BsnBl BspEl
| oxP M ul
Spel Srf1l

Excl uded by site

Accl Aci 1
BsaAl BsaH1
Bsr F1 BssK1

Fok1 Hae?2
HpyC4  HpyCo
PpuML Rsal
TspR1

Af el

Bsr D1

Nhel

Xbal

Al el
BssH2
Nrul
Swal

Afl 2

Bsr G1

Not 1

Xho1l

Ascl
Bst E2
Pacl
Pl Sce

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Myo2
Sau96

Agel
Cal

PflF1

Asi S1
Bst X1
Pf | ML

Xcnil

Al wl
BseMp
Bst Ul

Hhal

Mhl 1
Sf aN1

Apal
Dr a3

PspOM

Baela
Bst Z1
Pmel
Xm1l

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

Apal1

EcoR1

Pst1

Baelb
_Chi
Pm 1

Aval
Bsi H1
Bt g1
Hi nf 1
Msl 1
Sm 1

Asel
Fspl

Rsr 2

Bbs1
EcoK
PshAl

Ava?2
Bsl 1
Cac8
Hi nP1
MspAl
Styl

11

BamH1
Hi nd3

Sacl

BbvCl
EcoN1
Pvul

Banl
BsnmAl
QviJl

Hpa?2
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