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Gateway® TagRFP-AS-C entry clone restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). MCS
sequence is shown in frame, the attL sites are underlined. Shaded region corresponds to DNA sequence transferred from the entry clone

into the destination vector following recombination. Non-TagRFP amino acids are shown in black, TagRFP amino acids are shown in red.

pol yA BsrD1 Psil Bsr GL

| |
TAGTTATTAGCCCCAAATAATGATTTTATTTTGACTGATAGT GACCTGT TCGT TGCAACAAATTGATAAGCAATGCTTTTTTATAATGCCAACTTTGTAC
O N R R R N R R R N RN RN nu R E RN RN EEEERENAEEEEEE N oy
ATCAATAATCGGGGTTTATTACTAAAATAAAACT GACTATCACT GGACAAGCAACGT TGTTTAACTATTCGT TACGAAAAAATATTACGGT TGAAACATG
attLl site > Q

SpDon Nsi 1
Agel Al el | SpDon Ndel
Nhel Afel | Ncol | | Earl | Bf rB1 |

I || | | | | | | |
AAAAAAGCAGGCT GCTAGCGCTACCGGT CGCCACCAT GGT GAGT AAAGGT GAAGAGT TGAT TAAAGAGAACAT GCATAT GAAGT TATACAT GGAGGGAAC

101 (b= L e L= > e b=t fflf> 200
TTTTTTCGT CCGACGAT CGOGAT GGCCAGCGGT GGTACCACT CATTTCCACT TCTCAACTAATTTCTCTTGTACGTATACT TCAATATGTACCTCCCTTG
attLl/TagRFP > K S R L L AL P VA T MV S K GEETLI KENMHMEKTLY ME GT

Bsr G1 SpAcc

| |
TGICAATAATCACCACTTTAAGT GTACAT CAGAGGGT GAGGGAAAGCCATACGAGGGAACCCAAACT AT GAGAAT CAAAGT AGT GGAGGGAGGT CCTCT T

200 QL LRt b= e L= e b=t iffigf= 300
ACAGTTATTAGT GGTGAAATTCACATGT AGT CTCCCACTCCCT TTCGGTATGCT COCTTGGGT TTGATACT CT TAGT TTCATCACCTCCCT CCAGGAGAA

TagRFP >V NNHHFKCTSEGEGKWPYEGTOQTMRI KVVEGS GFPIL

1
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TagRFP

TagRFP

TagRFP

TagRFP

TagRFP

Ear 1 Dral

| |
CCATTTGCTTTTGATATACTAGCAACAAGI TTCATGTATGGT TCCAGGACCT TCATTAACCATACT CAGGGAATCCCTGACTTCTTTAAACAGICTTTTC

L R RN RN RN AR AR R RN R R RN R RN R AR RN
GGTAAACGAAAACT ATATGAT CGT TGT TCAAAGTACAT ACCAAGGT CCTGGAAGT AAT TGGTAT GAGT CCCT TAGGGACT GAAGAAAT TTGTCAGAAAAG
>P FAFDI LATSFMYGSRTTFI NHTOQGI PDFFZ KO QSTFP

Bst E2
SpDon Eco57| Drdl

| | | |
CTGAAGGT TTTACAT GGGAGAGGEGT TACCACT TACGAGGACGGT GGAGT CT TGACAGCAACCCAGGACACT TCATTACAAGAT GGATGCCTAATATACAA

S N R N R R R R R RN R R R RN AR RN R AN RN RN
GACTTCCAAAATGT ACCCTCTCCCAAT GGTGAAT GCTCCT GCCACCT CAGAACT GTCGT TGGGT CCTGTGAAGTAAT GT TCTACCTACGGATTATATGT T
> EGFTWERVYTTYEDGGVYLTATQDTS SLQDGT CTLI YN

SpDon SpAcc
| |

TGTGAAAATTAGGGGT GTGAAT T TCCCTAGT AACGGACCAGT TAT GCAGAAGAAAACACT AGGT TGGGAAGCTAATACTGAAATGT TGTACCCTGCCGAC

S N N R R AR R R R RN AR AR NN RN A RN AR RN
ACACTTTTAATCCCCACACTTAAAGGGATCATTGCCTGGTCAATACGTCTTCTTTTGTGATCCAACCCT TCGATTATGACT TTACAACATGGGACGCCTG
>V KI RGVNFWPSNGPVMQKI KTLGWEANTIEMLY P ATD

Afl 2 Dral

I I
GGAGGT TTAGAAGGT AGATCCGACAT GGCCCT TAAGCT AGT CGGAGGT GGACACT TGATCTGT AACT TTAAAACCACATATAGGT CTAAGAAGCCAGCAA
1O B N R R R R N R R RN N RN RN AR R RN R NN RN R NN
CCTCCAAATCTTCCATCTAGGCT GTACCGGGAAT TCGAT CAGCCT CCACCT GT GAACTAGACAT TGAAAT TTTGGT GTATATCCAGATTCTTCGGTCGT T
>G GLEGRSDMALZKTLVYVYGGGHT LI CNFZ KTTYRSTZKTKTPAK

SpDon SpAcc
| |
AGAATCTAAAAATGCCTGGTGT TTACTAT GT GGACCATAGACT AGAAAGGATAAAAGAAGCAGACAAAGAAACT TACGT GGAGCAACAT GAGGT CGCeaT
A RN N R R R R N R R R AR AR NN RN R
TCTTAGATTTTTACGGACCACAAATGATACACCTGGTATCTGATCTTTCCTATTTTCTTCGTCTGT TTCTTTGAATGCACCTCGT TGTACTCCAGCGGCA
> NL K MP GV YYVDHRULIERI KEADJIKETYVEQHTEV AYV

400
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Sac?2
BpuEl Xhol H nd3 EcoR1l Sal 1 Kpnl

SpDon BspEl | Bgl2 | Sacl | BstBl | Pst 1| Acc65 | ]

| I I i i H I —
CGCTAGGTATTGCGACT TACCTTCCAAGCTAGGT CACAAAT TGAACT CCGGACTCAGAT CTCGAGCT CAAGCTTCGAAT TCTGCAGT CGACGGT ACCGECH
801 [[[IILIEI>PErrrr =ttt er=trrr et ere*rrr et rer=<trrt e err=rerrrerer=<errrererr=rrrererrr=<errrerrnr
GCGATCCATAACGCTGAATGGAAGGT TCGATCCAGTGT TTAACT TGAGGCCTGAGT CTAGAGCTCGAGT TCGAAGCT TAAGACGT CAGCTGCCAT GGCGC

TagRFP/ MCS >~ A RY CDULWPS KL GHI KILNJ SGLIRS SIRAOQASNSAYVYDSGT A

BarH1
Smal |
Apal] | |
PspOM || | BseYl Bsr GL Psi 1 Bsr D1

1|

T 1
GGCCCGGGATCGACCGGATCTAGGTAACT GAACCCAGCT TTCTTGTACAAAGT TGGCATTATAAGAAAGCATTCCTTATCAATTTGT TGCAACGAACAGG
N N R R R R RN N
CCGGGCCCTAGGHT GBCCTAGATCCATTGACT TGGGT CGAAAGAACATGTTTCAACCGTAATATTCTTTCGTAACGAATAGT TAAACAACGTTGCTTGICC
MCS/ att L2 >G P G S|T G S R *

901

pol yA Bcl 1BsaBl SpDon Dral

| | |
TCACTATCAGTCAAAATAAAATCATTATTTGCTAGATAACT GATCATAATCAGCCATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCTCCCAC
1001 [ EEEERE*Er ettt =ee et r=ere e et =ee e e r=err e et e= e e e e e e
AGTGATAGTCAGTTTTATTTTAGTAATAAACGATCTATTGACTAGTATTAGTCGGTATGGT GTAAACATCTCCAAAAT GAACGAAATTTTTTGGAGGGT G
attL2 site >

Bsmi
M el| Hpal pol yA Psi 1 pol yA

ACCTCCCCCTGAACCT GAAACATAAAATGAATCCAATTGI TGT TGT TAACTTGT TTATTGCAGCT TATAATGGT TACAAATAAAGCAATAGCAT CACAAA

O R R R N R N RN nn A nEEE e nnEEA R
TGGAGGGGGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAAT TGAACAAATAACGT CGAATAT TACCAATGT TTATTTCGT TATCGTAGTGTTT

pol yA Btsl Bsnil M ul SpDon Sspl

| |
TTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGT TGTGGT TTGT CCAAACT CATCAATGTATCTTAACCCGTAAATTGTAACCGT TAATATTTTGI T

Ao N N N R A At N A N RN R RN EE RN EEA AN E A
AAAGTGTTTATTTCGT AAAAAAAGT GACGT AAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAAT TGCGCAT TTAACAT TCGCAAT TATAAAACAA
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Psi 1
I
AAAATTCGCGTTAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCGAAAT CGGCAAAATCCCTTATAAATCAAAAGAAT AGACCGAGATAGGG

1301 [ LLLREErr et e e e = e e e e e e e e e 1400
TTTTAAGCGCAATTTAAAAACAAT TTAGT CGAGT AAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCTCTATCCC

BsaXb Drdil BsaXa
I I I
TTGAGTGITGTTCCAGTITTGGAACAAGAGT CCACTATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGATGGCCCACTAC
401 [ [PEEEEEE=Prrr ettt erer=e et e e e= e e e et == e e e e e e e 1500
AACTCACAACAAGGTCAAACCTTGT TCTCAGGTGATAATTTCTTGCACCTGAGGT TGCAGT TTCCCGCTTTTTGGCAGATAGI CCCGCTACCGGGTGATG
Bt gZ1
Dr a3| SpAcc

I I
GTGAACCATCACCCTAATCAAGT TTTTTGGGEGT CGAGGT GCCGTAAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT TTAGAGCT TGACGGGGAAA

KO N R N R N R N E NN N R RN TR RN R RARE ey
CACTTGGT AGTGGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGTGAT TTAGCCT TGGGAT TTCCCT CGGGEGGCTAAAT CTCGAACTGCCCCTTT

Nael
NgoM4 | Bsr Bl
| | I
GCCGGCGAACGT CCCGAGAAAGGAAGGEGAAGAAAGCGAAAGGAGCGEECECT AGCECELT GGCAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCC

KO R R R A Rt N R A A AR AR AR e gy
CGGCOGCT TGCACCGCTCTTTCCTTCCCTTCT TTCGCT TTCCTCGCCOGCGAT CCOGCGACCGT TCACAT CGOCAGT GOGACGCGCAT TGGTGGT GTGRG

pol yA
I
GCCGCGCT TAATGCGCCGCTACAGGEECECGT CAGGTGGCACT TTTCGGGGAAAT GTGCGCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATA
1701 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1800
CGGCGCGAATTACGCGGCGAT GT CCCGCGCAGT CCACCGT GAAAAGCCCCT TTACACGCGCCT TGGGGATAAACAAATAAAAAGATTTATGTAAGT TTAT
Bci V1
BspHl | Eci 1
BsrBl1 | | Sspl Earl Bsu36 Pvu2 |

|1 | | |
TGTATCCGCT CATGAGACAAT AACCCT GATAAAT GCT TCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GTGGAATGTGT GTCAG

KO N N N N R N N N AN AN NN NN N ey
ACATAGGCGAGTACTCTGT TATTGGGACTATTTACGAAGT TATTATAACT TTTTCCTTCTCAGGACT COGCCT TTCTTGGTCGACACCTTACACACAGTC
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Nsi 1
Sphl |
Bf rBl |
BseYl Bst AP | | SexAl BseYl

I |11 I I
TTAGGGT GT GGAAAGT COCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCAT CTCAAT TAGT CAGCAACCAGGT GTGGAAAGT CCCCAGGCTCCC

KO N N R R R R R R R R n R NN R R TR AR N vy
AATCCCACACCT TTCAGGGGT CCGAGGGGT CGTCCGT CTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGTCCACACCT TTCAGGGGT CCGAGGG

Nsi 1
B?pgi I Eci 1
r ci
Bst AP | | Eci 1 Eci 1 Bnr 1| Eci 1

|11 I I | | I
CAGCAGGCAGAAGT ATGCAAAGCATGCATCTCAAT TAGT CAGCAACCATAGT CCOGCCCCTAACT COGCCCATCCCGCCCCT AACT CCGCCCAGT TCOGC

0o R R e R e R R R A AR A AN AN AR ey
GTCGTCCGT CTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGTAT CAGGGCGGGGAT TGAGGCGGGT AGGGCGGEGGAT TGAGGCGGEGT CAAGGCG

Sfil
Ncol pol yA Bgl 1 SpDon
I I I I
CCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGECTTTTTT

O B N N N N R R s R R A R N AN M RN EAN N A RN ey
GGTAAGAGGCGGGGT ACCGACT GAT TAAAAAAAAT AAAT ACGT CT CCGGCT CCGBOGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAA

Avr 2
St ul]| BspML
BseRl1 || dail BsaBl1 Bf uAl Eagl

| 1 I I I I
GGAGGCCTAGGCT TTTGCAAAGAT CGAT CAAGAGACAGGAT GAGGAT CGT TTCGCAT GATTGAACAAGAT GGAT TGCACGCAGGT TCTCCGGCCGCTTGG

e N R R N R R N AR AR A A N N sy
CCTCOGGAT CCGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGTACTAACT TGT TCTACCTAACGT GOGT CCAAGAGGCCGGCGAACC

Nar 1
Bnr 1 Kas1|

| ||
GT GGAGAGGCTATTCGGCTATGACT GGGCACAACAGACAAT CGGCTGCT CTGAT GCCACCGT GT TCCAEGECT GTCAGCGCAGGEECECCCGETTCTTTTTG

Lo R R R R N N R NN AR AR N N ey
CACCTCTCCGATAAGCCGATACTGACCCGTGT TGT CTGT TAGCCGACGAGACT ACGGCGGCACAAGGCCGACAGT CGCGT CCCCGOGGEGCCAAGAAAAAC
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Pvu2
Drdl Mscl Fspl |

| |
TCAAGACCGACCT GT CCGGT GCCCT GAAT GAACT GCAAGACGAGGCAGCGCGGECTAT CGT GECTGECCACGACGGEGECGT TCCT TGCGCAGCTGT GCTCGA

O N N R A R R ARt R AR A RN RN AN ey
AGTTCTGGCT GGACAGGCCACGGGACT TACT TGACGT TCTGCT COGT CGCGOCGAT AGCACCGACCGGT GCT GCCCGCAAGGAACGCGT CGACACGAGCT

Pfl F1 Eco57 SpDon

| |
CGT TGTCACT GAAGCGGGAAGGGACT GCCTGCTAT TGGGECGAAGT GCCCEGECAGGAT CTCCTGT CATCTCACCT TGCT CCTGCCGAGAAAGT ATCCATC

LS R R Rt N R R N NN AN AN RRRA AR RN RN ey
GCAACAGT GACT TCGCCCT TCCCTGACCGACGATAACCCGCT TCACGGOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCTCTTTCATAGGTAG

Bt gZ1
BspML |
Bci V1 Bsr D1 Bf uA1 |
I I
ATGGCTGATGCAAT GCCECGECT GCATACGCT TGATCCGGCT ACCT GCCCAT TCGACCACCAAGCGAAACAT CCCATCGAGCGAGCACGT ACTCGGAT GG

O B N R s R N N A R R A R AR AR AR R ey
TACCGACTACGT TACGCCGCCGACGT AT GCGAACT AGGCCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGT AGCGT AGCT CGCT CGT GCATGAGCCTACC

Sapl
Ear 1 BpuE1l Sph1
| | |
AAGCCGGT CTTGT CGATCAGGAT GAT CTGGACGAAGAGCAT CAGGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGECEA

O N N R R R R R N R A AN AN AN A A A ey
TTCGGOCAGAACAGCTAGT CCTACTAGACCTGCT TCTCGT AGT COCCGAGCGCGGT CGGCT TGACAAGCGGT COGAGT TCOGCT CGTACGGGCTGCCGLT

BseY1l
Nael |
Ncol Bt gZ1 NgoMd | |

| | |
GGATCTCGT CGT GACCCAT GGCGATGCCT GCTTGCCGAATAT CATGGT GGAAAAT GCCCGCT TTTCTGGAT TCAT CGACT GT GECCGECT GAGT GTGECG

2801 [ [LLELEr=t e = et = e = e e e e e e e et 2900
CCTAGAGCAGCACT GGGTACCGCTACGGACGAACGGCT TATAGTACCACCT TT TACCGGCGAAAAGACCT AAGT AGCT GACACCGGCCGACCCACACCGC
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Rsr 2

2901

3001

Sapl Bt gZ1
Eci 1 Ear 1 Eco57 BssS1 BsrB1 |

I I I I | |
GACCGCTATCAGGACATAGCGT TGECTACCCGT GATAT T GCTGAAGAGCT TGGCGGECGAAT GBGCT GACCGCT TCCT CGTGCT TTACGGTATCGCCGLTC

R R A N R A A N R AN A RN S RN A AERA A e
CTGGOGATAGT CCTGTATCGCAACCGAT GGECACTATAACGACT TCTCGAACCGCOCGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCATAGCGGOGAG

Bsr B1 Bst B1

| |
CCGATTCGCAGCGCATCGCCTTCTATCCCCTTCTTGACGAGT TCTTCTGAGCGGEGACT CTGEEGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCA

VLT e b e e e = e e e et e e e =i e > 3100
GGCTAAGCGT CGOGT AGCGGAAGATAGCGGAAGAACT GCT CAAGAAGACT CGCCCTGAGACCCCAAGCT TTACT GGCT GGT TCGCTGOGGGT TGGACGGT

BssS1 Nael
BspML NgoM4 |
Bf uAl SpAcc Bpnil |

3101

3201

3301

| | | |
TCACGAGATTTCGAT TCCACCGCCGCCT TCTAT GAAAGGT TGGGCT TCGGAATCGT TT TCCGGEGACGCCGECT GGAT GATCCT CCAGCGCGGEGGATCTCA

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3200
AGTGCTCTAAAGCTAAGGT GGCGGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGBCCGACCT ACT AGGAGGT CGOGCCCCTAGA!

Bpmi
SpAcc |
Avr2 | pol yA pol yA
|| I I
TGCTGGAGT TCT TCGCCCACCCT AGGGCGAGGECTAACT GAAACACGGAAGGAGACAAT ACCCGAAGGAACCCGCGCT AT GACGGCAATAAAAAGACAGAA

R R R R R N NN RN RN E RN AR
ACGACCTCAAGAAGCGGGT GBGAT CCCCCT COGATTGACT TTGTGCCT TCCTCT GT TATGGCCT TCCT TGBECGCGATACTGCCGT TATTTTTCTGICTT

Bsal

|
TAAAACGCACGGTGT TGEGTCGT TTGT TCATAAACGCGEGEGT TCGGT CCCAGGECT GGCACT CTGT CGATACCCCACCGAGACCCCATTGEGGECCAATAC

N R R R Rt A RN N R RN RN UE AR RER N RAREA o
ATTTTGOGT GCCACAACCCAGCAAACAAGT AT TTGCGCCCCAAGCCAGGGT COCGACCGT GAGACAGCT AT GGGGT GECT CTGEGGTAACCCCGGT TATG
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3401

3501

3601

3701

3801

3901

Bst AP
Al wiN1 Bsu36

|
GCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGGEGT GAAGGCCCAGGGECT CGCAGCCAACGT CGGGECGECAGGCCCT GCCATAGCCTCAG

R R S R R R Rt RN R AN AR AN A RN RR A nERRANY N
CGGGOGCAAAGAAGGAAAAGGGGT GBGGT GBEGGGT TCAAGCCCACT TCOGGGT CCCGAGCGT CGGT TGCAGCCCCGCCGT CCGGGACGGTATCGGAGT C

Dral Dral BspH1

| | |
GITACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGT GAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTA

N R R R R R R N RN RN NN A O nnEE AR
CAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAAT TAAAT TTTCCTAGAT CCACT TCTAGGAAAAACT AT TAGAGT ACTGGT TTTAGGGAAT

BpuEl

|
ACGTGAGTI TTTCGI TCCACT GAGCGT CAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCT TGCAAACA

R R T R N R T N N RN RA N nEE AR A
TGCACTCAAAAGCAAGGT GACT CGCAGT CTGGGGCATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT TAGACGACGAACGT TTGT

Eco57

|
AAAAAACCACCGCTACCAGCGGTGGT TTGT TTGCCGGAT CAAGAGCTACCAACTCTTTTTCCGAAGGT AACT GGCT TCAGCAGAGCGCAGATACCAAATA

R A R N R R R N N AN RN mEEA AR AR
TTTTTTGGT GGOGAT GGTCGCCACCAAACAAACGGCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCATTGACCGAAGT CGTCTCGOGT CTATGGT TTAT

SpAcc Al wN1

| |
CTGICCTTCTAGI GTAGCCGT AGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGTGGCTGCTGC

N N R N R R R N N NN AN AR
GACAGGAAGATCACATCGGCAT CAAT CCGGT GGT GAAGT TCT TGAGACAT CGT GGOGGAT GT AT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACG

BpuEl ApalLl BseYl

| | |
CAGTGGECGATAAGT CGTGT CTTACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGEGT CGEGECT GAACGEEGEEGT TCGT GCACACAGCCC

3500

3600

3700

3800

3900

R R Rt R N S AR AR AN AR AN Ay

GTCACCGCTATTCAGCACAGAAT GGCCCAACCTGAGT TCTGCTATCAATGGECCT AT TCCGCGT CGCCAGCCCGACT TGCCCCCCAAGCACGT GTGTCGGG
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SpAcc
|
AGCTTGGAGCGAACGACCTACACCGAACT GAGATACCTACAGCGT GAGCTAT GAGAAAGCGCCACGCT TCCCGAAGCGAGAAAGCCGGACAGGTATCCGG

LU B N R R N N A Rt s R A N N A AN AR Rl
TCGAACCTCGCT TGCT GGATGT GGCTTGACT CTAT GGAT GT CGCACT CGATACT CTTTCGOGGT GCGAAGGGCT TCCCTCTTTCCGCCT GTCCATAGGCC

Bci V1
Eci 1 | BssS1 SpAcc

I | |
TAAGCGCGCAGGGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGEEGAAACCCCTGGTATCTTTATAGT CCTGTCAGGT TTCGCCACCTCTGACTTGA

L R e R N RN NN NN AR REE R RN vy
ATTCGCOGTCCCAGCCT TGTCCT CTCGOGT GCTCCCT CGAAGGT COCCCT TTGCGGACCATAGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACT GAACT

Drdl BpuEl SpAcc Eci 1
I I I I
GCGTCGATTTTTGT GATGCT CGT CAGGGGEECGEGAGCCT ATGGAAAAACGCCAGCAACGCGGECCTTTTTACGGT TCCTGECCTTTTGCTGECCTTTTGCT

AU R A R N R R R R RN AN AR AR ANy
CGCAGCTAAAAACACT ACGAGCAGT CCCCCCGCCTCGGATACCT TT T TGOGGT CGT TGCGOCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGA

SpDon Nsi 1
BspLU| Bf rBl |

|
CACATGITCTTTCCTGCGT TATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

4301 (L LLEEEE=te et = et = e i e 4360
GT GTACAAGAAAGGACGCAAT AGGGGACT AAGACACCTAT TGGCATAATGGCGGTACGTA



www.evrogen.com

Found:
Acc65 Af el

Bgl 1 Bgl 2
BspLU BspML

Dr a3 Drdl

Mscl Nael

Rsr 2 Sacl

Uni que:
Acc65 Af el
BseRl BspEl
M el M ul
Sfil Smal
Not found:

Aar 1 Aat 2
BnmgB1 BpulO
EcoN1 EcoRV
Pf | ML Pnel
SnaB1 Spel

Excl uded by site

Accl Aci 1
BsaAl BsaHl
Bsr F1 BssK1

Fok1 Hae?2
HpyC4  HpyCo
PpuML Rsal
TspR1

Afl 2
Bnr 1
Bsr Bl
Eagl
Nar 1
Sac?2

Afl 2
BspLU
Mscl
Stul

Acl 1
Bsgl
FCat B
Pm 1
Srfl

conpl ex

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Agel
Bpmil
Bsr D1
Ear 1
Ncol
Sal 1

Agel
Bst E2
Nar 1
Xhol

Ahd1l
Bsi WL
FCat L
PshAl

Swal

ity:

Al ul
BsaW
Bst N1

Hgal

Myo2
Sau96

Al el
BpuEl
Bsr G1

Eci 1

Ndel

Sapl

Al el
Btsl
Ndel

Ascl
BsnB1
FCat R

Pvul
T3RNA

Al wl
BselR
Bst Ul

Hhal

Mhl 1
Sf aN1

Al WwN1

Bsal
BssS1
Eco57
NgoM4
SexAl

Apal
C al
Nhel

Asel
BssH2
FCat P
R4at B
T7RNA

Apol
Bsi E1
Bst Y1
H nc2

Msel

Sfcl

Apal
BsaBl1
Bst AP
EcoR1

Nhel

Sfil

ApalLl
Dr a3
Pfl F1

Asi S1
Bst X1
ScFRT
R4at L
T7Ter

Aval
Bsi H1
Bt g1
H nf1l
Msl 1
Sm 1

ApalLl
BsaXa
Bst Bl
Fspl
Nsi 1
Smal

BantH1
Eagl
PspOM

Baela
Bst Z1
Fsel
R4at P
Pl Sce

Ava?2
Bsl 1
Cac8
H nP1
MspAl
Styl

10

Avr 2
BsaXb
Bst E2
Hi nd3
Pf 1 F1
SpAcc

Bcl 1
EcoR1
Pst1

Baelb
Bxat B
FspAl
R4at R
Xbal

Banl
BsmAl
QviJl

Hpa2

Mo 1

Taql

Bant1
BseR1
Bsu36
Hpal
pol yA
SpDon

Bgl 1
Fspl
Rsr 2

Bbs1
Bxat L
I _Ceu
SanD1

Xcml

Ban?2
Bsnf1
Ddel
Hphl
Nci 1
Tat 1

Bci V1
BseY1l
Bt gZ1
Kas1
Psi 1
Sph1

Bgl 2
Hi nd3
Sacl

BbvCl
Bxat R
| oxP
Sbf 1
Xml

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

Bcl 1
Bsml
Bt sl
Kpnl
PspOM
Sspl

Bsal
Hpal
Sac?

Bcgla
Bxat P
Not 1
Scal

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bf r B1
BspEl
dal
M el
Pst1
Stul

BsaXa
Kas1
Sal 1

Bcglb
_Chi
Nrul
Sgf 1

Bf al
BspCb
Faul
Hpy3
Nspl
Tsp45

Bf uAl
BspHL
Dral
M ul
Pvu2
Xho1l

BsaXb
Kpnl
SexAl

Bl pl
EcoK
Pacl
Sgr Al

Bnel5
Bsr 1
Fnu4H
Hpy C3
Pl el
Tsp50



