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pKindling-Red-mito vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). Mitochondrial
targeting sequence (MTS) shown in bold black.

Asel Bgl 1

I I
TAGTTATTAATAGTAATCAATTACGGGGT CATTAGT TCATAGCCCATATAT GGAGT TCCGCGT TACATAACT TACGGT AAATGECCCGCCT GECTGACCG

N N R R R R N Rt N R N RN AR N AN n TR AN AR RRRE DA NRRAN R
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT ATCGGGT ATATACCT CAAGGCGCAATGTATTGAATGCCAT TTACCGGGCGGACCGACTGGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCAT TGACGT CAATAAT GACGTATGI TCCCATAGT AACGCCAATAGCGACT TTCCATTGACGT CAATGGEGT GGAGTATTTACGGT

O N R R R A RN N Rt N e N AN AR AN A RN A NEA RN vy
GGGT TGCTGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGCGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAAT GCCA

Bgl 1 Ndel Aat 2 Bgll Bnrl

I I I I I
AAACTGCCCACT TGECAGT ACATCAAGT GTATCATATGCCAAGT ACGCCCCCT AT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECATTATGCCCAGTA

200 [T EEEee ==t e e e e e e e e e e 300
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGGATAACT GCAGT TACT GCCAT T TACCGGGCGGACCGTAATACGGGT CAT

SnaBl1 Ncol

I I
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGTGATGCGGT TTTGECAGI ACAT CAAT GGGCGT GGA

L R R R R R R N R N N N A NN AR EANERER N R nARAA A
GT ACTGGAATACCCT GAAAGGAT GAACCGT CAT GTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT

1
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Aat 2 Eci 1

I I
TAGCGGT TTGACT CACGGGGATTTCCAAGT CTCCACCCCAT TGACGT CAATGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGT AACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel

I
ACAACT CCGCCCCAT TGACGCAAAT GGGECGGT AGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCATGT

R A R R A e A A AR A A A
TGT TGAGGCGGGGTAACT GOGT TTACCCGCCAT CCGCACAT GOCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGATCGTACA
M

Bnr 1 BssH2 Pf1 ML BanHl Agel

I I I I I
CCGT CCTGACGCCGCT GCTGCT GCGEEECT TGACAGGECT CGECCCGECEECT CCCAGT GCCGCGCGCCAAGAT CCAT TCGT TGGEEGAT CCACCGGTCGEC

R S R R R R R R A R R R AR A AR R AR N RN
GGCAGGACT GCGECGACGACGACGOCCCGAACT GT COGAGCCBEGCCGECCGAGEGT CACGECGOGCGGT TCTAGGT AAGCAACCCCCTAGGT GGCCAGCG
SVvL.LTPLLLRGLTGSARRLPVPRAKIHSLTGDTPTPVA

Bgl 1
Ncol | Bsal Bts1 Bcglb
| | I I I
CACCATGGCCT CCCTGCTGACCGAGACCAT GCCCT TCAAGACCACCAT CGAGGGCACCGT GAACGGCCACT GCT TCAAGT GCAT CGGCAAGGGCGAGEEC

AR N e R R e A R R R A S R A R A A A
GT GGTACCGGAGGGACGACT GGCTCTGGTACGGGAAGT TCT GGT GGTAGCT CCCGT GBCACT TGCCGGT GACGAAGT TCACGT AGCCGT TCCCGCT CCCG

T MA SLLTETMPZFIKTTI EGTVNSGHTCFI KT CI GKGE G
Bcgla BsaBl

| I
AACCCCT TCGAGGGCACCCAGGAGAT GAAGAT CGAGGT GAT CGAGGECGECCCCCT GCCCT TCGCCT TCCACAT CCTGT CCACCT CCTGCATGTACGECT

R R R A R AR R AR AR AR AR RN R RRAR AN
TTGGGGAAGCT CCOGT GGGTCCTCTACT TCTAGCT CCACT AGCT CCCGCCGGEEGGACGRGAAGCGGAAGGT GTAGGACAGGT GGAGGACGT ACAT GCCGA
NPFEGT QEMKI EVI EGGPLZPFAFHILSTS ST CMYG

CCAAGACCTTCATCAAGT ACGT GT CCGGCATCCCCGACTACT TCAAGCAGT CCT TCCCCGAGGGECT TCACCT GGGAGCGCACCACCACCTACGAGGACGG

Rt R R R R R Rt N AN AN AR RN RN AR
GGT TCTGGAAGTAGT TCATGCACAGGCCGT AGGGGCT GAT GAAGT TCGT CAGGAAGGGGCT CCCGAAGT GGACCCT CGOGT GGT GGTGGATGCTCCTGCC

>SS K T F Il KYVSGI PDYFKQSFWPEGFTWERTTTY E DG
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1001

KFP- Red >

1101

KFP- Red >

1201

KFP- Red

1301

KFP- Red >

NgoM4 | |
Eagl | | |
Bgl 1| | | |

||

Bsr Gl

I
CGGCT TCCT GACCGCCCACCAGGACACCT COCT GGACGGCGACT GCCTGGT GTACAAGGT GAAGAT CCTGGGT AACAACT TCCCCGOCGACGGECCCCGTG
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 1100
GCCGAAGGACT GBOGGGT GGT CCTGT GGAGGGACCT GOCGCT GACGGACCACATGT TCCACT TCTAGGACCCAT TGT TGAAGGGGOGECT GCCGGGGCAC
GFLTAHDQ Q D T SLDGDT CLVYZKVYKI LGN N FPADGPV

EaglBseYl Al WwN1

I I I
ATGCAGAACAAGGT CGECCGCT GGGAGCCCGGAACCGAGAT CGTGTACGAGGT GGACGGECGT GCTGCGOGECCAGT COCT GATGGCCCTGAAGT GCCCCG
R R A R R e AN N R AR AR RN R R ARy
TACGTCTTGT TCCAGCCGGOGACCCTCGGGCCT TGGCT CTAGCACAT GCTCCACCT GCCGCACGACGOGCCGGT CAGGGACT ACCGGGACT TCACGEGEL
M QNZKVGRWETPGTTEI VYEVDGVLRGQSLMALTZKTCF®P

Eco57
Bsgl
Nael |
BspML
BspML Bf uAl
Bf uAl Aar 1 Bsr Bl Eci 1
Il | I I I I
GCGGCCGECACCT GACCTGCCACCT GCACACCACCT ACCGCT CCAAGAAGCCCGCCT CCGCCCT GAAGAT GCCCGECT TCCACT TCGAGGACCACCGCAT
CETTTEEET TRt e e = err e e e = er e e e e e e e e e =t e e = eer e e =t e e e =t 1300
CGCCGECCGT GGACT GGACGGT GGACGT GT GGTGGAT GGCGAGGT TCT TCGEECGGAGGCGEGACT TCTACGEECCGAAGGT GAAGCT CCTGGT GGCGTA

Eco57

>G GRHL T CHLHTTYRSKIKWPASALIKMPGFHFEDMH R I

BseR1l BseYl
I I

CGAGATCAT GGAGGAGGT GGAGAAGGGCAAGT GCTACAAGCAGT ACGAGGECCGUCGT GBGCCGCT ACT GCGACGCCGCCCCCT CCAAGCT GBGCCACAAC
R N AR AR A R R A A A A R R A Y
GCTCTAGTACCTCCTCCACCT CT TCCCGT TCACGATGT TCGT CAT GCT COGGBCGGCACCCGEOGAT GACGCT GOGGECGGEEGAGGT TCGACCCGRTGT TG

EIl MEEV EI K GKZ CYKQYEAAVGRYCDAAPSI KL GHN
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KFP- Red

Not 1
Eagl
Bsr B1| Xbal BsaB1 Dral
|l I I
TGAGCGGCCGCGACT CTAGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCT CCCACACCT CCCCCTGAACCT GAAACAT
1401 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
CTCGCCGGCCCTGAGATCTAGTATTAGT CGGTATGGTGTAAACATCTCCAAAATGAACGAAATTTTTTGGAGGGT GTGGAGGGGEGACT TGGACTTTGTA
> *
Bsmil
M el| Hpal Psi 1l

| | I I
AAAATGAATGCAATTGT TGTTGT TAACTTGT TTATTGCAGCT TATAAT GGT TACAAAT AAAGCAATAGCAT CACAAATTTCACAAATAAAGCATTTTTTT

O N N R R R R A A N A e N RN AR
TTTTACTTACGT TAACAACAACAAT TGAACAAAT AACGT CGAATAT TACCAATGT TTATTTCGT TATCGTAGT GT TTAAAGTGT TTATTTCGTAAAAAAA

Btsl Bsmil Afl 2 Sspl

I I I I
CACTGCATTCTAGT TGTGGT TTGTCCAAACT CATCAATGTATCT TAAGGCGT AAATTGTAAGCGT TAATATTTTGT TAAAATTCGCGT TAAATTTTTGTT

e N R R R N A N RN AR AR
GTGACGTAAGATCAACACCAAACAGGT TTGAGT AGT TACATAGAAT TCOGCAT T TAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAAT TTAAAAACAA

Psi 1
I
AAATCAGCTCATTTTTTAACCAATAGGCCGAAAT CGGCAAAATCCCT TATAAATCAAAAGAATAGACCGAGATAGEGT TGAGTGTTGT TCCAGT TTGGAA

L N N N N A A N R A e A AR R A
TTTAGTCGAGTAAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCT TATCTGGCTCTATCCCAACT CACAACAAGGT CAAACCT T

BsaXb Drdil BsaXa Dr a3

I I I I
CAAGAGTCCACTAT TAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGAT GGCCCACTACGT GAACCATCACCCTAAT CAAGT

1801 [ [ILIEIEI*Frer et rrr=trr ettt =rrrrer et r=trrr et =terrr e <t rr et rer <t
GITCTCAGGTGATAATTTCTTGCACCTGAGGT TGCAGT TTCCCGCTTTTTGGECAGATAGT CCCGCTACCGGGTGATGCACT TGGTAGTGGGATTAGI TCA

Nael

NgoM4 |

| |
TTTTTGGEEGT CGAGGT GCCCGTAAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT T TAGAGCT TGACGGEEGAAAGCCGECGAACGT GGCGAGAAAGG

O N N Nt R N A N R R R N RN RN ARRRER AR AR
AAAAACCCCAGCTCCACGGCATTTCGTGAT TTAGCCT TGGGAT TTCCCT CGEGEGGCTAAAT CTCGAACT GCCCCT TTCGGOCGCT TGCACCGCTCTTTCC

4

1500

1600

1700

1800

1900

2000



www.evrogen.com

Bsr B1
I
AAGGGAAGAAAGCGAAAGGAGCGEGEECECT AGGECECT GGCAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGCCGCGCT TAATGCGCCGCTACA
2001 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2100
TTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGT TCACAT CGCCAGT GCGACGCGCATT GT GGGCGGECCCGAATTACGCGGCGATGT

Bci V1

BspHL |

BsrBl | |

| |
GGGCGCGT CAGGTGGCACT TTTCGGEGAAAT GTGCGCCGAACCCCTATTTGT TTATTTTTCTAAATACAT TCAAATATGTATCCGCTCATGAGACAATAA

2101 [ LLEEEreEst e = e e e e et e e L e < 2200
CCCGOGCAGT CCACCGT GAAAAGCCCCT TTACACGOGCCT TGGGGATAAACAAAT AAAAAGAT TTATGTAAGT TTATACATAGGCGAGTACTCTGT TATT

Eci 1
Sspl Earl Bsu36 Pvu2

I I
CCCTGATAAATGCTTCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GT GGAAT GT GT GT CAGT TAGGGT GT GGAAAGT CCCCAGG

o R R A e A R N N e R R A it
GGGACTATTTACGAAGT TATTATAACT TTTTCCT TCTCAGGACTCCGCCT TTCT TGGT CGACACCT TACACACAGT CAATCCCACACCT TTCAGGGGTCC

Nsi 1
Sphl |
Bf r B1 |
BseYl BstAP | | SexAl BseYl
I |11 I I
CTCCCCAGCAGGCAGAAGT ATGCAAAGCAT GCATCTCAAT TAGT CAGCAACCAGGT GTGGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGTATGCAAAGC

O B R R R R A R R N R N A AN NN RN R AR vy
GAGGGGTCGTCOGT CTTCATACGT TTCGTACGT AGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT CCGAGGGGT CGTCCGTCTTCATACGT TTCG

Nsi 1
Sphl |
Bf rBl | Eci 1
BstAP | | Eci 1l Eci 1l Bnr 1| Eci 1l Ncol

I I I |l I I
ATGCATCTCAAT TAGT CAGCAACCATAGT CCCGOCCCTAACT CCGCCCAT CCCGOCCCTAACT COGCCCAGT TCCGOCCAT TCTCOGCCCCATGGCTGAC

O R R R R N e A AR RN AR A AR RN AR AR RN s
TACGTAGAGT TAATCAGT CGT TGGTATCAGGGOGGGGAT TGAGGOGEGT AGGGECGGGEGAT TGAGGCGGGT CAAGGOGEGT AAGAGGCGEGEGTACCGACT G
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Avr 2
Sfil St ul|
Bgl 1 BseRl ||
I
TAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCT CGGECCT CTGAGCTATTCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGGCTTTTGCAAAGA

2501 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2600
ATTAAAAAAAATAAAT ACGT CT CCGGCT CCGBOGGAGCCGGAGACT CGATAAGGT CTTCAT CACT CCTCCGAAAAAACCT COGGAT CCGAAAACGT TTCT

BspML
dal BsaB1 Bf uAl Eagl

I I I |
TCGATCAAGAGACAGGATGAGGATCGT TTCGCATGAT TGAACAAGAT GGAT TGCACGCAGGT TCT CCGECCGCT TGGGT GGAGAGGCTATTCGGECTATGA

2601 [ LLLLETEE=tt ettt et =t e e e e e e e et e = 2700
AGCTAGT TCTCTGTCCTACTCCTAGCAAAGCGTACTAACT TGT TCTACCTAACGT GOGT CCAAGAGGCCGGECGAACCCACCT CTCCGATAAGCCGATACT

Nar 1

Bnr 1 Kas1| Drdl

I [ I
CTGGGCACAACAGACAAT CCECTGCT CTGATGCCGCCGT GT TCCGECT GT CAGCGCAGGEECECCCEGT TCTTTTTGT CAAGACCGACCT GTCCGGTGCC

2701 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2800
GACCCGTGTTGT CTGT TAGCCGACGAGACT ACGGCGECACAAGGECCGACAGT CGCGT CCCCGCGEECCAAGAAAAACAGT TCT GECTGGACAGGCCACGG
Pvu2
Mscl Fspl [ Pfl F1

I | I
CTGAATGAACT GCAAGACGAGGECAGCGCAEECTAT CGT GECT GECCACGACGEGECGT TCCT TGCGCAGCT GT GCTCGACGT TGT CACT GAAGCGGGAAGGEG

Lo R R s e R R R R R N R A NN AT AN A AR el
GACTTACTTGACGT TCTGCTCOGT CGCGOCGATAGCACCGACCGGT GCT GCCCGCAAGGAACGCGT CGACACGAGCT GCAACAGT GACT TCGCCCTTCCC

Eco57 Bci V1 Bsr D1
I I I
ACTGGCTGCTATTGGGECGAAGT GCCGGEECAGGATCTCCTGTCATCTCACCT TGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAAT GCGGECGERCT

2901 [ LLEEEREr= ittt e e e e e e e e e e e e e e <> 3000
TGACCGACGATAACCCGCT TCACGGOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCTCT T TCATAGGTAGT ACCGACT ACGT TACGCCGCCGA
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3001

3101

3201

3301

3401

BspML
Bf uAl
I
GCATACGCTTGATCCGGCTACCT GCCCATTCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGAT GGAAGCCGGT CTTGT CGAT CAGGAT
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3100
ATGCGAACT AGGCCGAT GGACGGEGTAAGCTGGT GGTTCGCT TTGTAGCGTAGCT CGCTCGT GCAT GAGCCTACCT TCGGCCAGAACA
Sapl
Ear 1l BpuEl Sphl Ncol

I I I I
GATCTGGACGAAGAGCAT CAGGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGGECGAGGAT CTCGT CGT GACCCATGECG

R R R R R AR R AR AR AR ARy
CTAGACCTGCT TCTCGTAGT CCCOGAGCGOGGT CGGCT TGACAAGCGGT CCGAGT TCCGCTCGT ACGEGECT GCOGCT CCTAGAGCAGCACT GEGTACCGC

BseYl
Nael |
NgoM4 | | Rsr 2 Eci 1l
[ ]| I I
ATGCCTGCTTGCCGAATATCATGGTGGAAAATGGECCGCTTTTCTGGATTCATCGACT GTGGCCGGECT GGGT GT GGCGGACCGCTATCAGGACATAGCGT T
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3300
TACGGACGAACGGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAA CACCGGCCGACCCACACCGCCTGGCGATAGTCCTGTATCGCAA
Sapl
Ear 1 Eco57 BssS1 Bsr B1

| | | |
GGCTACCCGTGATATTGCTGAAGAGCT TGECGECGAAT GEGECT GACCCCT TCCTCGT GCT TTACGGT AT CGCCGCT CCCGAT TCGCAGCGCATCGCCTTC

R R R Rt AN AN R A AR EA AN A -ty
CCGATGGGCACTATAACGACT TCTCGAACCGCCGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCAT AGCGGCGAGGGECT AAGCGT CGCGTAGCGGAAG

BssS1
BspML
Bsr Bl Bst B1 Bf uAl

| | |
TATCGCCTTCTTGACGAGI TCTTCTGAGCGGEGACT CTGGEEGT TCGAAAT GACCGACCAAGCGACGCCCAACCT GCCAT CACGAGAT TTCGATTCCACCEC

R R R N R RN RN AR AR RAN AR Ay
ATAGCGGAAGAACT GCTCAAGAAGACT CGOCCT GAGACCCCAAGCT TTACT GGCT GGT TCGCT GCGGGT TGGACGGT AGT GCTCTAAAGCT AAGGT GBCG
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Nael
NgoM4 |
Bpnl | Avr 2

| | I
CCCCTTCTATGAAAGGT TGGEGCT TCGGAATCGT TTTCCGEGACGCCGGECT GGAT GATCCT CCAGCGCGGEGAT CTCATGCTGGAGT TCTTCGCCCACCCT

3501 [ [[ILTEEE*Errrr =ttt rer=rrrr < ter et eerer =t et e rrrr e 3600
GCGGAAGATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCT GCGECCGACCTACTAGGAGGT CGCGCCCCTAGAGT ACGACCT CAAGAAGCGGEGT GGGA
Bpni
I
AGGGGGAGECTAACT GAAACACGGAAGGAGACAAT ACCGCGAAGGAACCCGCGCTATGACGGECAATAAAAAGACAGAAT AAAACGCACGGTGT TGGEGT CGT
3601 [ [[ILTTEI*Errrr e =ttt et ter=rrer et r=ter =t e errer=er et eer =t er e r=er e 3700
TCCCCCTCCGATTGACTTTGTGCCTTCCTCTGT TATGGECCTTCCTTGEECECGATACTGCCGT TATTTTTCTGTCTTATTTTGCGT GCCACAACCCAGCA
Bsal
I
TTGTTCATAAACGCGGEGEGET TCGGT CCCAGGGECTGECACTCTGT CGATACCCCACCGAGACCCCATTGEGEECCAATACGCCCECGI TTCTTCCTTTTCCCC
3701 [ [LUETEEE*TEEr et r=rr e t= et e e e =t e et et ee e =t et et e e 3800
AACAAGTATTTGCGCCCCAAGCCAGGGT CCCGACCGT GAGACAGCTATGGGEGT GECTCTGEGGTAACCCCGGT TAT GCGGECGCAAAGAAGGAAAAGGEG
Bst AP
Al WN1 Bsu36
I
ACCCCACCCCCCAAGT TCGGGT GAAGGCCCAGGGECTCGCAGCCAACGT CGEGEECGEECAGGCCCTGCCATAGCCTCAGGT TACTCATATATACTTTAGATT
3801 [ [[ILTUEI*FEEr =ttt =rrr et tr et e e e =ttt et =er e 3900
TGGEEGTGEEEEGET TCAAGCCCACT TCCGGGT CCCGAGCGT CGGT TGCAGCCCCGCCGT CCGGEGACGGTATCGGAGT CCAATGAGTATATATGAAATCTAA
Dral Dral BspH1
I I I
GATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT TTTCGT TCCACTGAG
3901 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 4000
CTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGGT
BpuEl
|
CGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGT
4001 [ [LLEEEPI=Pr ettt r=err ettt et e e e =ttt e r et e e e e 4100

GCAGTCTGGGECATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCATTAGACGACGAACGT TTGT TTTTTTGGT GGCGATGGTCGCCA
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4101

4201

4301

4401

4501

4601

Eco57

I
GGITTGITTGCCGGAT CAAGAGCTACCAACTCTTTT TCCGAAGGTAACT GCCTTCAGCAGAGCGCAGATACCAAATACT GTCCTTCTAGT GTAGCCGTAG

LLCTEEEEE TR e e et e e e =i r e e e ettt 4200
CCAAACAAACGGCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGT CTCGCGT CTAT GGT TTATGACAGGAAGAT CACATCGGCATC

Al WNL BpuE1l

I I
TTAGGCCACCACTTCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGT GGCT GCTGCCAGT GGCGATAAGT CGTGTCTTA

N R R R A A R N R A N AN AR AR N N NN A RN ey
AATCCGGTGGT GAAGT TCTTGAGACAT CGT GGOGGAT GTAT GGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTAT TCAGCACAGAAT

Apall BseYl

CCGGGTTGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CAEECT GAACGEEEEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGACCTACAC

R R R R AR R N A RN NN AR N R R AR AN RANE N oty
GGCCCAACCT GAGT TCTGCTAT CAATGGCCTAT TCCGOGT CGOCAGCCCGACT TGCCCCCCAAGCACGT GT GTCGGGT CGAACCTCGCTTGCTGGATGTG

Bci V1
Eci 1l |
|
CGAACTGAGATACCTACAGCGT GAGCTATGAGAAAGCGCCACGCT TCCCGAAGGGAGAAAGGCGGACAGGTATCCGGT AAGCGGCAGGGT CGGAACAGGA

R A A e R e R N RN A AR A el
GCTTGACTCTATGGATGTCGCACTCGATACTCT T TCGOGGT GOGAAGGGCT TCCCTCT TTCCGCCT GTCCATAGGCCAT TCGCCGT CCCAGCCT TGTCCT

BssS1 Drdil BpuEl

I I I
GAGCGCACGAGGGAGCT TCCAGGGEGAAACGCCTGGTATCT TTATAGT CCTGT CGGGT TTCGCCACCT CTGACT TGAGCGTCGATTTTTGTGATGCTCGT

R R R A R R R AR A A RN AR NN AR sy
CTCGOGTGCTCOCTCGAAGGT CCOCCT TTGOGGACCATAGAAATAT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCT AAAAACACTACGAGCA

Eci 1 BspLU
| |
CAGGGGGGECEGAGCCTAT GGAAAAACGCCAGCAACCCGECCTTTTTACGGT TCCTGECCTTTTGCTGECCT TTTGCTCACATGI TCTTTCCTGCGI TATC

R R R R A R R R S RN RN RN N RN RNy
GTCOCCCOGCCTCGGATACCT TTTTGCGGT CGT TGCGOCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACGCAATAG
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Nsi 1
BfrBl |
[ |
CCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT
4701 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIII 4737
GGGACTAAGACACCTATTGGCATAATGGCGGTACGT.

Found:

Aar 1 Aat 2 Afl 2 Agel Al wiN1 ApalLl Asel Avr 2 BantH1l Bcgla Bcglb Bci V1 Bf r B1 Bf uAl
Bgl 1 Bnr 1 Bpnil BpuEl Bsal BsaBl BsaXa BsaXb BseR1 BseYl Bsgl Bsnil BspH1 BspLU
BspML Bsr Bl Bsr D1 Bsr GL BssH2 BssS1 Bst AP Bst Bl Bsu36 Btsl Cal Dral Dra3 Drdl
Eagl Earl Eci 1 Eco57 Fspl Hpal Kas1l M el Mscl Nael Nar 1 Ncol Ndel Ngow4
Nhel Not 1 Nsi 1 Pfl F1 Pf 1 ML Psi 1l Pvu2 Rsr 2 Sapl SexAl Sfil SnaBl1 Sph1l Sspl

Stul Xbal

10
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Uni que:

Aar 1
BssH2

Pf I ML

Afl 2

Bst B1

Not found:

Acc65
Bl pl1
ScFRT
Pst1
Pl Sce

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Acl 1
BrgBl1
Fsel
Pvul
Xcml

by site

Aci 1
BsaH1
BssK1l

Hae2
Hpy C5

Rsal

Agel
dal

SexAl

Afel
BpulO
FspAl

Sacl

Xho1l

Apall

Dr a3

Sfil

Ahd1l
Bsi WL
H nd3

Sac?

Xm1l

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaW
Bst N1

Hgal

Myo2
Sau96

Asel
Fspl

SnaBl1

Al el
BsnB1
I _Ceu

Sal 1

Al wl
BseMp
Bst Ul

Hhal

wvhl 1
Sf aN1

BanHl
Hpal

Stul

Apal
BspEl
Kpnl
SanD1

Apol
Bsi E1
Bst Y1
H nc2

Msel

Sfcl

Bcgla
Kas1l

Xbal

Ascl
Bst E2
| oxP
Sbhf 1

Aval
Bsi H1
Bt gl
H nfl
Msl 1
Sm 1

Bcglb

M el

Asi S1
Bst X1
Mul
Scal

Ava2
Bsl 1
Cac8
H nP1
MspAl
Styl

11

BsaXa

Mscl

Baela
Bst Z1
Nrul
Sgf 1

Banl
BsmAl
Cvi J1i

Hpa2

Mro 1

Taql

BsaXb

Nar 1

Baelb
_Chi
Pacl

Sgr Al

Ban2
BsnF1
Ddel
Hphl
Nci 1
Tat 1

Bsgl

Ndel

Bbs1
EcoK
Pmel
Smal

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfi 1l

BspLU

Nhel

BbvCl
EcoN1
Pm 1
Spel

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bsr D1

Not 1

Bcl 1
EcoR1
PshAl

Srfl

Bf al
BspCb
Faul
Hpy3
Nspl
Tsp45

Bsr GL

PflF1

Bgl 2
EcoRV
PspOM

Swal

Bmel5
Bsr1
Fnu4H
Hpy C3
Pl el
Tsp50



