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pDendra2-Fibrillarin vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites are shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). Dendra2

amino acids are shown in red, fibrillarin amino acids are shown in green, linker amino acids are shown in black.

Asel Bgl 1

| |
TAGI TATTAATAGTAATCAATTACGGEGGT CATTAGT TCATAGCCCATATATGGAGT TCCGECGT TACATAACT TACGGT AAAT GECCCGCCTGECTGACCG

O R R R R R R R R R N R N N N E N A nE AN N RRRR AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GCCAT T TACCGGGOGGACCGACT GGC

Aat 2 SpAcc Aat 2
| | |
CCCAACGACCCCCGCCCAT TGACGT CAATAATGACGTATGT TCCCATAGT AACGCCAATAGGGACT TTCCAT TGACGT CAATGGGT GGAGTATTTACGGT

O N R Rt R R R R R Rt RN A R RN AN AN NN TR ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmril

| | | | |
AAACTGCCCACT TGECAGTACATCAAGT GTATCATATGCCAAGT ACGCCCCCTAT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECAT TATGCCCAGT A

200 [ LLERe et e e e e e e e e e e e <300
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT T TACCGGGOGGACCGTAATACGGGT CAT

Bt gZ1 SnaBl Ncol

|
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGT GATGCGGT TTTGGECAGTACATCAATGGGCGT GGA

Lo B R R R R R R N N R NN T NN RN EEE N nnA AN e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGTAGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT
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Dendr a2

Dendr a2

Dendr a2

Aat 2 Eci 1l

| |
TAGCGGT TTGACT CACGGGGAT T TCCAAGT CTCCACCCCAT TGACGT CAATGGGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGTCGTA

S N A R R A R R R NN E N AR NEN RN
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel

| |
ACAACT CCGCCCCATTGACGCAAAT GEGCGGT AGGCGT GTACGGT GGGAGGT CTATATAAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCGCTA

L0 B R R N R R N R AN N A AR RN
TGT TGAGGCGGGGT AACTGOGT TTACCCGCCAT CCGCACAT GOCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGAT CGCGAT

EcoN1
Agel Smal Bel 1 | Apall

I I | | I
CCGGTCGCCACCAT GAACACCCOGGGAAT TAACCT GATCAAGGAGGACAT GCGOGT GAAGGT GCACAT GGAGGGECAACGT GAACGGCCACGCCTTCGTGA

L0 B R R R R R R N A AR NN AN
GGCCAGCGGT GGTACT TGTGGGGOCCT TAAT TGGACTAGT TCCTCCT GTACGCGCACT TCCACGT GTACCT CCOGT TGCACT TGCOGGT GCGGAAGCACT
> M NT®PGI NLI KEDMRYIKVHMETGNVNGHATF VI

Nar 1
Kas1|
SpAcc Eco57]|

| |1
TCGAGGGCGAGGECAAGGEGECAAGCCCT ACGAGGGECACCCAGACCGCCAACCT GACCGT GAAGGAGGECGCCCCCCTGCCCTTCAGCTACGACATCCTGAC

LA N R R R R R R R AN AN AT
AGCTCCOGCT CCCGT TCCCGT TCGGGATGCT CCOGT GGGT CTGGOGGT TGGACT GGCACT TCCT CCCGCGEEGEEGACGEGAAGT CGATGCTGTAGGACT G
> EGEGKGKPYEGTIQTANLTVKEGAPLZPFSYDI LT

Apall Pvu2
Alel | BseYl

|| |
CACCGCCGT GCACT ACGGCAACCGGEGT GT' TCACCAAGT ACCCCGAGGACAT CCCCGACTACT TCAAGCAGAGCT TCCCCGAGGEGECTACAGCT GGGAGCGC

L0 B A R R R R e R e A R N AN A
GT GGOGGCACGT GATGOCGT TGGOCCACAAGT GGT TCAT GGGGCT CCTGT AGGGGCT GATGAAGT TCGT CTCGAAGGGGECT CCCGAT GT CGACCCTCGOG
> T AVHYGNRVFTHKYPEDI PDYFIKQSFPEGYSWER

500

600

700

800

900
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Dendr a2

Dendr a2

Dendr a2

Dendr a2

901

1001

1101

1201

1301

SpAcc
Bsgl Bgl 1 Bpntl |

I I
ACCATGACCT TCGAGGACAAGGGCAT CTGCACCAT CCGCAGCGACAT CAGCCT GGAGGGECGACT GCT TCT TCCAGAACGT GOGCT TCAAGGGCACCAACT
R R R R N R R AR N AR AR ey
TGGTACTGGAAGCTCCTGT TCCCGTAGACGT GGT AGGCGT CGCTGT AGT CGGACCT COCGCT GACGAAGAAGGT CTTGCACGCGAAGT TCCCGTGGT TGA
TMTFEDS KGI CTI RSDI SLEGDT CFTFIOQNVRTFIKTGTNF

Bsgl
Bbs1 BseYl Eco57 P 1 _Chi

| | | |
TCCCCCCCAACGECCCCGT GAT GCAGAAGAAGACCCT GAAGT GGGAGCCCAGCACCGAGAAGCT GCACGT GCECGACGEECCT GCTGGT GGGCAACATCAA

R R R R R e R R N R R R AN AR A AR ey
AGGGGGGEGT TGCCGEEECACTACGT CTTCT TCTGGGACT TCACCCTCGGGT CGT GGCTCT TCGACGT GCACGCGCT GCCGGACGACCACCCGT TGTAGT T
PPNGPVMQKT KTLI KWETPSTEIKLUHYRDGLTLYVYGNI N

Pf 1 ML
Dr a3
Bpni Bst X1 Pvu2 Bsgl |

| | | | |
CATGGCCCT GCTGCT GGAGGECGECEECCACTACCT GTGCGACT TCAAGACCACCT ACAAGGCCAAGAAGGT GGTGCAGCT GCCCGACGCCCACTTCGT G

R R R R A R N R RN AN AR N R R AT AN R ey
GT ACCGGGACGACGACCT CCCGCOGCCGGT GAT GGACACGCT GAAGT TCTGGT GGATGT TCCGGT TCT TCCACCACGT CGACGGGCT GCGGGT GAAGCAC
MALLLEGGGHYLGCDTFIKTTYZKAIKTEKVYVVQLPDAHTFV

SpDon Dr a3 BseY1l

| | |
GACCACCGCATCGAGAT CCT GGGCAACGACAGCGACT ACAACAAGGT GAAGCT GT ACGAGCACGCCGT GECCCGCTACAGCCCCCT GCCCAGCCAGGT GT

R R R R R R R AN R AR AR AR e
CTGGTGGCGTAGCT CTAGGACCCGT TGCTGT CGCTGATGT TGT TCCACT TCGACAT GCT CGT GCGGCACCGGEOGAT GTCGGRGGGACGEGT CGGT CCACA
DHRI EI LGNDSDYNEKVZ KLYEHAVARYS SPLTPSOQVW

Bsr GL Xhol Eagl Bgl 1 Bst E2

| |
GGTCCGGECGACAGCGGCGT GTACAAGACT CGAGCCAT GAAGCCAGGAT TCAGT CCCCGT GEEEGT GECT TTGGECEECCGAGGEEEECT TTGGT GACCGT GG

R R N e R R e R AR R AR A A
CCAGGCCGCT GTCGCCGCACAT GT TCTGAGCT CGGTACT TCGGT CCTAAGT CAGGGGECACCCCCACCGAAACCGCCGGCT CCCCCGAAACCACT GGCACC
S GDS GV YKTRA
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BseR1
Bgl 1 Eci 1 BseR1 |

| | ||
TGGT CGT GGAGGCCGAGGGEGEECT TTGECEEEEECCGAGGT CGAGGCGGAGGCT TTAGAGGT CGT GGACGAGGAGGAGGT GGAGGCGECGEECGECEET GGA

O N R R R Rt N R R N N NN RN AN RN A AR e vy
ACCAGCACCT CCGGECT CCCOCGAAACCGCCCCOGECT CCAGCT COGCCT COGAAAT CTCCAGCACCT GCTCCT CCTCCACCT COGCCGOCGCCGOCACCT

BseR1

Ear 1 BseRl | Bst X1

I I I
GCGAGGAGGAAGAGGT GGTGGAGGCTTCCAT TCT GGT GGCAACCGGEGGT CGT GGT CGECGAGGAAAAAGAGGAAACCAGT CGGGGAAGAAT GTGATGGT GG

501 [ [ PPErEE= Pttt e et =t e et e e et et e e e 1600
CCTCCTCCTTCTCCACCACCT CCGAAGGT AAGACCACCGT TGGECCCCAGCACCAGCCCCTCCTTTTTCTCCT TTGGT CAGCCCCTTCTTACACTACCACC
Bst X1
Bgl 1 Bbsil Bst E2 SexAl| Ear 1

I I I |l I
AGCCGCATCGGCATGAGGGT GTCTTCATTTGT CGAGGAAAGGAAGAT GCACT GGT CACCAAGAACCT GGTCCCT GGGGAAT CAGT TTATGGAGAGAAGAG

e N R R At R R N R R RN RN AN gy
TCGGCGTAGCCGTACT COCACAGAAGT AAACAGCT CCTTTCCT TCTACGT GACCAGT GGT TCTTGGACCAGGGACCCCT TAGT CAAATACCTCTCTTCTC

Xm1l BsrBl Nhel

|
AGTCTCGATTTCGGAAGGAGATGACAAAAT TGAGT ACCGAGCCT GGAACCCCT TCCGCT CCAAGCT AGCAGCAGCAAT CCTGCEGTGGT GTGGACCAGATC

O N N R R R R N N RN R NN AR vy
TCAGAGCTAAAGCCTTCCTCTACTGT TTTAACT CATGGCT CGGACCT TGGGEGAAGGOGAGGT TCGATCGTCGT CGT TAGGACCCACCACACCTGGTCTAG

BsaB1 BpulO Bsal BspEl

| | | |
CACATCAAACCGGEEGECTAAGGT TCTCTACCT CGEEECT GCCT CGEECACCACGGT CTCCCATGT CTCTGACATCGT TGGTCCGGATGGTCTAGI CTATG

KO N N R e A AR R R R R AN TR RN AN NN ey
GTGTAGT TTGGCCCCCGAT TCCAAGAGAT GGAGCCCCGACGGAGCCCGT GGT GCCAGAGGGT ACAGAGACT GTAGCAACCAGGCCTACCAGATCAGATAC
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1901

2001

2101

2201

Bst X1 Mscl Bt gZ1
BsrB1 | Ear 1 Bcglb |

| |
CAGT CGAGT TCTCCCACCGCT CTGGCCGT GACCT CATTAACT TGGCCAAGAAGAGGACCAACAT CATTCCTGT GATCGAGGAT GCTCGACACCCACACAA

R R R N e AR N RN RN R ERA AR R
GT CAGCT CAAGAGGGT GGOGAGACCGGCACT GGAGT AATTGAACCGGT TCTTCTCCTGGT TGTAGT AAGGACACTAGCT CCTACGAGCTGTGGGTGTGT T

Sph1 Bsr D1Bcgla BseYl Bsni

| | |
ATACCGCATGCTCATCGCAATGGT GGATGTGATCTTTGCT GATGT GGCCCAGCCAGACCAGACCCGGAT TGT GECCCTGAATGCCCACACCT TCCTGCGT

N R R R Nt AN R e R R AN RN R RRAR AR
TATGGOGTACGAGT AGCGT TACCACCTACACTAGAAACGACT ACACCGGGT CGGT CTGGT CTGEGECCTAACACCGGGACT TACGGGT GTGGAAGGACGCA

BpulO
Dr a3 BbvC1l SpDon

| | |
AATGGAGGACACTTTGT GATTTCCAT TAAGGCCAACT GCAT TGACT CCACAGCCT CAGCCGAGGCCGT GT TTGCCT CCGAAGT GAAAAAGAT GCAACAGG

R R R N R N R N R RN AR R RN R ERN R
TTACCTCCTGT GAAACACTAAAGGTAAT TCCGGT TGACGT AACT GAGGT GT CGGAGT CGGCT CCGGCACAAACGGAGGCT TCACT TTTTCTACGT TGTCC

Bsal
Ndel | BpuE1lPf | ML Bsr Gl SpDon

| | | | |
AGAACAT GAAGCCGCAGGAGCAGT TGACCCT TGAGCCATAT GAAAGAGACCAT GCCGT GGT CGT GGGAGT GTACAGGCCACCCCCCAAGGT GAAGAACTG

R R R R A A A AR AR R AR
TCTTGTACTTCGGOGT CCTCGT CAACT GGGAACT CGGTATACT TTCT CTGGT ACGGCACCAGCACCCT CACAT GTCCGGT GBGGGGT TCCACTTCTTGAC

BantH1 Xbal Bcl 1BsaBl1 SpDon Dral

2301

| |
AGGATCCACCGGATCTAGATAACT GATCATAAT CAGCCATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCT CCCACACCTCCCCCTGAACCT G

R R R R N R R N AN NN RN AT RN
TCCTAGGTGGCCTAGATCTATTGACTAGT AT TAGT CGGTATGGT GT AAACAT CTCCAAAAT GAACGAAAT TTTTTGGAGGGT GT GGAGGGGGACT TGGAC

2000

2100

2200

2300

2400
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2401

2501

2601

2701

2801

2901

Bsmil
M el| Hpal pol yA Psi 1 pol yA pol yA

|
AAACATAAAATGAATGCAATTGT TGT TGT TAACT TGT TTAT TGCAGCTTATAATGGT TACAAATAAAGCAATAGCATCACAAATTTCACAAATAAACCAT

R R R R R N NN n AR ENN A REEAR T
TTTGTATTTTACTTACGT TAACAACAACAAT TGAACAAAT AACGT CGAATAT TACCAATGT TTATTTCGT TATCGTAGTGTTTAAAGTGT TTATTTCGTA

Btsl Bsnil Mul SpDon Sspl

I I I I I
TTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAACGCGT AAATTGTAAGCGT TAATATTTTGTTAAAATTCGCGTTAAATT

R R R R R R RN AN n RN AN Eu R nnN R
AAAAAAGT GACGTAAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAAT TGCGCAT TTAACAT TCGCAAT TATAAAACAAT TTTAAGCGCAATTTAA

Psi 1
I
TTTGITAAATCAGCTCATTTTTTAACCAAT AGGCCGAAATCGGCAAAAT CCCTTATAAATCAAAAGAATAGACCGAGATACCGT TGAGIGTTGT TCCAGT

R R R T R N NN RN E i mmm N AR E U R AREARRR RN
AAACAATTTAGT CGAGT AAAAAAT TGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCT TATCTGGCTCTATCCCAACT CACAACAAGGT CA

Bt gZ1
BsaXb Drdil BsaXa Dr a3|
I I I
TTGGAACAAGAGT CCACTATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGATGECCCACTACGT GAACCATCACCCT AA
FITTTETEr=P =t erer=t et e =t errer=t et e r=er =iy
AACCTTGT TCTCAGGTGATAATTTCTTGCACCTGAGGT TGCAGT TTCCCGCTTTTTGGCAGATAGT CCCGCTACCGEGT GATGCACTTGGTAGT GGGATT
Nael
SpAcc NgoM4 |

| | |
TCAAGT TTTTTGGGEGT CGAGGT GCCGT AAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT T TAGAGCT TGACGGGEGAAAGCCGGCGAACGT GGCGA

R R R e R et R R AR n AR
AGT TCAAAAAACCCCAGCT CCACGGCAT TTCGTGAT T TAGCCT TGGGAT TTCCCT CGGEGEGCTAAAT CTCGAACT GCCCCT TTCGGCCGCT TGCACCGCT

Bsr B1

|
GAAAGGAAGGCGAAGAAAGCGAAAGGAGCEGEECECT AGGECCLT GACAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGECCGCGECT TAATGCGCC

N R R R R A A R N AN R AR
CTTTCCTTCCCTTCTTTCGCT T TCCT CGCCOGCGAT CCCGCGACCGT TCACAT CGCCAGT GOGACGOGCAT TGGT GGT GT GBGCGECGCGAAT TACGCGG

2500

2600

2700

2800

2900

3000
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3001

3101

3201

3301

3401

Bci V1
BspH1
pol yA BsrBl1 | |

| |
GCTACAGGGECGCGT CAGGT GGCACT TTTCGGGEGAAAT GTGCGCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGA

N A A R R AN A O RN muE RN
CGATGT CCCGOGCAGT CCACCGT GAAAAGCCCCT T TACACGCGCCT TGGGGATAAACAAATAAAAAGAT TTATGT AAGT TTATACATAGGCGAGTACTCT

Eci 1l
Sspl Earl Bsu36 Pvu2

|
CAATAACCCTGATAAATGCT TCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCCGAAAGAACCAGCT GTGGAATGT GTGT CAGT TAGGGTGTGGAAAGT C

R R R R A R A AR AR A
GTTATTGGGACTATTTACGAAGT TATTATAACT TTTTCCT TCTCAGGACTCCGOCT TTCT TGGT CGACACCT TACACACAGT CAATCCCACACCTTTCAG

Nsi 1
Sph1
Bf rBl |
BseYl Bst AP | | SexAl BseYl

I |11 I I
CCCAGGCT CCOCAGCAGGCAGAAGT ATGCAAAGCAT GCAT CTCAAT TAGT CAGCAACCAGGT GT GGAAAGT COCCAGGCT CCCCAGCAGGCAGAAGTATG

RN R R R ot R R RN N mRRA AR
GGGT COGAGGGGT CGTCOGT CT TCATACGT TTCGTACGT AGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT CCGAGGGGT CGTCCGTCTTCATAC

Nsi 1
B?pgi I Eci 1
r ci
Bst AP | | Eci 1 Eci 1 Bnr 1| Eci 1 Ncol

| 11 I I |l I I
CAAAGCAT GCATCT CAATTAGT CAGCAACCAT AGT CCCGCCCCT AACT COGCCCAT CCCGOCCCT AACT CCGOCCAGT TCCGCCCAT TCTCCGCCCCATG

IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*
GTTTCGTACGTAGAGT TAAT CAGT CGT TGGT AT CAGGGECGGGGAT TGAGGCGGGT AGGGCGGEEGAT TGAGGCGGEGT CAAGGCGGGT AAGAGGCGGGGTAC

Avr 2
Sfil St ul|
pol yA Bgl 1 SpDon BseR1 |

I I I I
GCTGACTAATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCBGRCCTCTGAGCTATTCCAGAAGT AGT GAGGAGGCT TTTTTGGAGGCCTAGGCTTTTG

R R N R R AR R R A R AR RNA AR ARy
CGACTGATTAAAAAAAATAAATACGT CT COGGCT COGBCGGAGCCGGAGACT CGATAAGGT CTTCATCACT CCTCCGAAAAAACCT COGGATCCGAAAAC

7

3100

3200

3300

3400

3500
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BspML
dal BsaB1 Bf uAl Eagl

I I I I
CAAAGAT CGATCAAGAGACAGGAT GAGGATCGT TTCGCAT GATTGAACAAGAT GGAT TGCACGCAGGT TCTCOGGCCGCT TGGGT GGAGAGGCTATTCGG

O R N A N R R R T R R A AN AT vy
GTTTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGT ACTAACT TGT TCTACCTAACGT GOGT CCAAGAGGCCGGCGAACCCACCT CTCOGATAAGCC

Nar 1
Bnr 1 Kas1| Drdl

| | | |
CTATGACT GGGECACAACAGACAAT CGECTGCTCTGAT GCCCCCGT GT TCCGECT GTCAGCGCAGGEEECGCCCEGT TCTTTTTGT CAAGACCGACCTGTI CC

Lo N N N e R R R R R N A R AN AN m AN oy
GATACTGACCCGT GT TGTCT GT TAGCCGACGAGACT ACGGCGGECACAAGGCCGACAGT CGOGT CCOCGCGGGOCAAGAAAAACAGT TCT GGCTGGACAGG

Pvu2
Mscl Fspl | Pfl F1

| |
GGTGCCCTGAAT GAACT GCAAGACGAGGCAGCGCGGECT ATCGT GECT GGCCACGACGGEGECGT TCCT TGCGCAGCT GT GCTCGACGT TGT CACT GAAGCGG

A B T e R R R R A A N R AN AR sy
CCACGGGACT TACT TGACGT TCTGCT CCGT CBCGCCGAT AGCACCGACCGGT GCT GOCCGCAAGGAACGCGT CGACACGAGCT GCAACAGT GACT TCGCC

Eco57 SpDon Bci V1

| | |
GAAGGGACT GECTGCTAT TCEGCGAAGT GCCEEEGCAGGATCTCCTGTCATCTCACCT TGCT CCTGCCGAGAAAGT ATCCATCATGGCTGATGCAATCCG

Lo B N R R R R R N R A AN R NN AN E N AR N ey
CTTCCCTGACCGACGATAACCCGCT TCACGGECCCCGT CCTAGAGGACAGT AGAGT GGAACGAGGACGGCT CT TTCATAGGTAGTACCGACTACGT TACGC

Bt gZ1
BspML |
Bsr D1 Bf uA1 |

| |
GCGGCTCCATACGCT TGATCCGECTACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGT ACT CGGATGGAAGCCGGT CTTGT CGAT

O B R R R RN N R T S AN NN A AR RN RN NR R vy
CGCCGACGT ATGOGAACT AGGCCGAT GGACGGGT AAGCT GGTGGT TCGCT TTGTAGCGT AGCT CGCTCGT GCATGAGCCTACCT TCGGCCAGAACAGCTA
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4001

4101

4201

4301

4401

Sapl
Ear 1 BpuEl Sph1 Ncol

| | | |
CAGGATGATCTGGACGAAGAGCAT CAGGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGCT CAAGGCGAGCAT GCCCGACGECGAGGATCTCGT CGTGACCC

R R R R R R R R R AN
GTCCTACTAGACCT GCTTCTCGTAGT CCCCGAGCGOGGT CGGCT TGACAAGCGGT CCGAGT TCCGCT CGT ACGEECT GOCGCT CCTAGAGCAGCACTGRG

BseY1l
Nael
Bt gZ1 NgoM4d | | Rsr 2 Eci 1

| | 1| | |
ATGGCGATGCCTGCTTGCCGAATAT CATGGT GGAAAATGCCCCCT TTTCTGGAT TCAT CGACT GT GECCGECT GEGT GT GGCGGACCGECTAT CAGGACAT

R R R R R St AT N N R AN REAE AR A
TACCGCTACGGACGAACGGCT TATAGTACCACCT TT TACCGGCGAAAAGACCT AAGT AGCT GACACCGGCOCGACCCACACCGCCT GGCGATAGT CCTGTA

Sapl Bt gZ1
Ear 1 Eco57 BssS1 BsrBl |
| | |
AGCGT TGGCTACCCGT GATAT TGCT GAAGAGCT TEGGCGECGAAT GGECTGACCGCT TCCTCGT GCTTTACGGT AT CGCCGCTCCCGAT TCGCAGCGCATC

R e R N R A AR NRA AR
TCGCAACCGAT GGECACTATAACGACT TCTCGAACCGOCGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCAT AGCGGCGAGGGCTAAGCGT CBCGTAG

BssS1
BspML
Bsr Bl Bst B1 Bf uAl
| | |
GCCTTCTATCGCCTTCTTGACGAGT TCTTCTGAGCGGGACT CTGGGGT TCGAAAT GACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTC

R R A R R R AR R A AN R NN
CGGAAGAT AGCGGAAGAACT GCTCAAGAAGACT CGOCCT GAGACCCCAAGCT TTACT GGCTGGT TCGCT GCGGGT TGGACGGTAGT GCTCTAAAGCTAAG

Nael
NgoM4 |
SpAcc Bpnil |

| | |
CACCGCCGCCTTCTATGAAAGGT TGEGECT TCGGAATCGT TTTCCGGGACGCCGECTGGAT GAT CCTCCAGCGCGGEEGATCTCATGCTGGAGT TCTTCGCC

R A R A R R R A AN RN AR R A
GT GGOGGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GOGGCOGACCT ACT AGGAGGT CGOGCCCCTAGAGT ACGACCT CAAGAAGCGG

9

4100

4200

4300

4400

4500
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4501

4601

4701

4801

4901

5001

Bpmi
SpAcc |
Avr2 | pol yA pol yA
|| I I
CACCCT AGGGEGGAGGCTAACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCTAT GACGGECAAT AAAAAGACAGAATAAAACGCACGGTGT TG

R N R A N R R N R e AR
GTGGGATCCCOCTCCGATTGACT TTGT GCCTTCCTCTGI TATGGCCT TCCT TGGGOGCGATACTGCCGT TATTTTTCTGTCTTATTTTGCGTGCCACAAC

Bsal

|
GGTCGTTTGI TCATAAACGCGGEGEGT TCGGT CCCAGGECTGECACT CTGT CGATACCCCACCGAGACCCCAT TGGGECCAATACGCCCCCGT TTCTTCCTT

LECTELEE L e e = e re e e e e > e e tr et 4700
CCAGCAAACAAGTAT T TGOGCCCCAAGCCAGGGT COCGACCGT GAGACAGCT ATGGGGT GGCT CTGGGEGT AACCCCGGT TAT GCGGGECGCAAAGAAGGAA

Bst AP
Al wiN1 Bsu36

| |
TTCCCCACCCCACCCCCCAAGT TCGGEGT GAAGGCCCAGGEGECT CGCAGCCAACGT CGEEGCGECAGECCCTGCCATAGCCTCAGGT TACTCATATATACTT

R R R R R R N R AN R AR RN -
AAGGGGT GEGGT GBGEGGGT TCAAGCCCACT TCCGGGT CCCGAGOGT CGGT TGCAGCCCCGCCGT CCGGGACGGT ATCGGAGT CCAATGAGT ATATATGAA

Dral Dral BspH1

| | |
TAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGT GAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGT TTTCGITCC

LECTEEEE =L et r e = e e e == e e e e et e e ry > 4900
ATCTAACTAAAT TTTGAAGTAAAAATTAAAT TTTCCTAGAT CCACT TCTAGGAAAAACTAT TAGAGT ACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGG

BpuEl
|
ACTGAGCGT CAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGT AAT CTGCTGCT TGCAAACAAAAAAACCACCGCTACC
LLLLEEEE=rrerrrrer=eereereer=eeereerer=eereeeee e eee e e e e e e e e =i e e =i == 5000
TGACTCGCAGT CTGGEGCATCTTTTCTAGI TTCCTAGAAGAACT CTAGGAAAAAAAGACGCCCATTAGACGACGAACGT TTGTI TTTTTTGGT GCCGATGG
Eco57 SpAcc
| |
AGCGGTGGT TTGI TTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACT GCCT TCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGI GTAG
LELLEEEE=trere e e = e e ee e = e e ee e = e =l 5100
TCGCCACCAAACAAACGCCCTAGT TCTCGATGGT TGAGAAAAAGGCT TCCATTGACCGAAGT CGT CTCCCGTCTATGGT TTATGACAGGAAGATCACATC
10



www.evrogen.com

Al w1

|
CCGTAGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGT TACCAGT GGCT GCTGCCAGT GGCGATAAGT CGT

S10L (Lt r=eee et e e e = e e e e e e i 5200
GGCATCAATCOGGT GGTGAAGT TCTTGAGACAT CGTGGCGGAT GT ATGGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT CACCGCTATTCAGCA

BpuEl Apall BseY1l

|
GTCTTACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGEECT GAACGGEEGEGEGET TCGT GCACACAGCCCAGCT TGGAGCGAACGAC

S0 N R N R R Rt R R R AR AR AN A AR N RN sy
CAGAATGGCCCAACCT GAGT TCTGCTAT CAAT GGCCTAT TCOGCGT CGCCAGCCCGACT TGOCCCCCAAGCACGT GT GTCGGGT CGAACCTCGCTTGCTG

Bci V1
SpAcc Eci 1 |

|
CTACACCGAACT GAGATACCTACAGCGT GAGCT AT GAGAAAGCGCCACCCT TCCCGAAGGGAGAAAGGCGGACAGGT AT CCGGT AAGCGGCAGEGT CGGA

S30L [ LLELEEEr=E e = et e e >t e e e et 5400
GATGTGGCTTGACT CTATGGAT GTCGCACTCGATACTCTTTCGOGGT GOGAAGGGCT TCCCTCT TTCOGCCT GTCCATAGGCCAT TCGCCGT CCCAGCCT

BssS1 SpAcc Drdl
| |
ACAGGAGAGCGCACGAGGGAGCT TCCAGGGEGEGAAACGCCTGGTATCTTTATAGT CCTGTCGGGT TTCGCCACCTCTGACT TGAGCGTCGATTTTTGTGAT

S R e R R R N A A R RN R R RN R RN oy
TGTCCTCTCGCGTGCT CCCTCGAAGGT CCCOCT TTGOGGACCATAGAAATAT CAGGACAGCCCAAAGCGGT GGAGACT GAACT CGCAGCTAAAAACACTA

SpDon
BpuEl SpAcc Eci 1 BspLU|
| | |
GCTCGT CAGGGEEECEEAGCCTATGGAAAAACGCCAGCAACGCGEECCTTTTTACGGT TCCTGECCTTTTGCTGECCT TTTGCTCACATGTI TCTTTCCTGC
SO L N R R R e R e R R R R R R R NN RN RN A E N RN A AR telee
CGAGCAGT CCCCCCGCCTCGGATACCTTTTTGCGGT CGT TGCGCCCGAAAAAT GCCCAAGGACCGGAAAACGACCGGAAAACGAGT GTACAAGAAAGGACG
Nsi 1
Bf rBl |

|
GTTATCCCCTGATTCTGT GGATAACCGT AT TACCGCCATGCAT

S60L [ LTI EI L= et e =il 5643
CAATAGGGGACTAAGACACCT AT TGGCATAATGGCGGTACGTA
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Af el
_Chi
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T7Ter
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Kpnl
Sacl
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Accl
BsaAl
Bsr F1
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PpuML
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Aci 1
BsaHl1
BssK1

Hae?2
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Rsal

Agel
Bf uAl
BspEl
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M el
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Xhol

Al el
EcoN1
Xm1l
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| oxP
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Xcml

Al el
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BspHL
_Chi
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Pvu?2
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Asel
Fspl

Afl 2
EcoK
Not 1
Sal 1
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Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal
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Sau96

Al WN1
Bnr 1
BspLU
dal
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BantH1
Hpal

Ahd1l
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BselR
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Nar 1
SexAl

Bcgla
Mul
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Avr 2
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Bsr D1

Drdil
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PshAl
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Styl
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