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pCop-Green-peroxi vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unigue sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site).

Amino acids of peroxisomal targeting signal are shown in black.

Asel Bgl 1

I I
TAGT TATTAATAGT AATCAATTACGGGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GECCCGCCT GECTGACCG

L N N R R R Rt R e R N AN RN A n RN AR RN RN RRAN A
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGTAT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GCCAT T TACCGGGOGGACCGACT GGC

Aat 2 Aat 2
I I
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGTATGT TCCCATAGT AACGCCAATAGCGACT TTCCAT TGACGT CAATGGEGT GGAGTATTTACGGT

O R R R Rt R AT N NN Rt R A RN RN AN AR RRNR A NEAR RN vy
GGGT TGCTGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGCGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAAT GCCA

Bgl 1 Ndel Aat 2 Bgll Bmrl
I I I I I
AAACTGCCCACT TGGCAGTACATCAAGT GTATCATATGCCAAGT ACGCCCCCTATTGACGT CAATGACGGT AAAT GGCCCGCCTGECATTATGCCCAGTA
201 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*300
GACGGGTGAACCGTCATGTAGT TCACATAGTATACGGT TCATGCGGGEGGAT AA TACTGCCATTTACCGGEGCGGACCGTAATACGGGTCA
SnaBl Ncol

| |
CATGACCTTATGGGACTTTCCTACTTGECAGTACATCTACGTATTAGT CATCGCTAT TACCATGGT GATGCGGT TTTGGECAGI ACAT CAAT GGGCGT GGA

L B U A A R R R R e R AR AN R A
GT ACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGT AGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT

1
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Aat 2 Eci 1

| |
TAGCGGT TTGACT CACGGGGATTTCCAAGT CTCCACCCCAT TGACGT CAATGGGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGT CGTA

L N A A R R A R A R N n A nEnE R R RN AR RN iy
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCTGAAAGGT TTTACAGCAT

Nhel Afel

ACAACT CCGCCCCAT TGACGCAAAT GEECGGT AGECGT GTACGGT GGGAGGT CTATAT AAGCAGAGCT GGT TTAGT GAACCGT CAGAT CCGCTAGCGCTA

SO R R R R Rt R N N AN A RN RN AN R AN el
TGTTGAGGCGGGGTAACT GOGT TTACCCGCCAT CCGCACAT GCCACCCT CCAGATATAT TCGT CTCGACCAAAT CACT TGGCAGT CTAGGCGATCGCGAT

Agel _Chi Eci 1
I I I
CCGGT CGCCACCAT GCCCGCCATGAAGAT CGAGT GCCGCAT CACCGGCACCCT GAACGGCGT GGAGT TCGAGCT GGT GGECEECCGAGAGGEGCACCCCCG

L R R R R A R R R AR R AR AR AR AR
GGCCAGCGGT GGTACGGGOGGT ACT TCTAGCT CACGGOGT AGT GBCCGT GGGACT TGCCGCACCT CAAGCT CGACCACCCGCCGCCTCTCCCGT GBGGEC

Pf 1 ML

Pr1 |

Nar 1 BspML [

Sapl Kas1| Bf uAl [
Earl Eco57 [ ] Bl p1 | |

| A | 1 |
AGCAGGGCOGCAT GACCAACAAGAT GAAGAGCACCAAGGGECGCCCT GACCT TCAGCCCCT ACCT GCT GAGCCACGT GATGGGCTACGGCTTCTACCACT T

LA N R e R R R R A A AR A A A -y
TCGTCCCGGOGTACT GGT TGT TCTACT TCTCGT GGT TCCCGOGGGACT GGAAGT CBGGGAT GGACGACT CGGT GCACT ACCCGAT GCOGAAGAT GGTGAA

BseY1l Bsgl Xm1 Bsgl Eco57
| | | | |
CGGCACCTACCCCAGCGGECTACGAGAACCCCT TCCT GCACGCCAT CAACAACGGECGEGCTACACCAACACCCGCAT CGAGAAGT ACGAGGACGEECGECET G

L R A N R R R A e e A N e A R R A
GCCGT GGAT GGGGT CGCCGAT GCTCT TGGGGAAGGACGT GCGGTAGT TGT TGCCGCOCGAT GT GGT TGT GBGCGTAGCT CTTCATGCTCCT GCOGCCGCAC
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901

1001

1101

1201

Fsel

Nael |

Eagl |

Pm 1 NgoM4 | |

I | 1|
CTGCACGT GAGCT TCAGCTACCGCT ACGAGGCCEECCECGT GATCGECGACT TCAAGGT GGT GEGECACCGECT TCCCCGAGGACAGCGT GATCTTCACCG

R R R R R R R N R AR A RN AR MR EERE AR AR RN vy
GACGT GCACT CGAAGT CGAT GGCGAT GCT COBGCCGEOGCACT AGCCGCT GAAGT TCCACCACCCGT GBCCGAAGGGGCT CCT GTCGCACTAGAAGT GGC

Ncol
BspML
Bf uA1 Eco57
Bsgl Aar 1 _Chi |
| |
ACAAGAT CATCCGCAGCAACGCCACCGT GGAGCACCT GCACCCCAT GEECGATAACGT GCT GGT GEBECAGCT TCECCCGCACCT TCAGCCT GCGCGACGG
||||||||I*I|||||||I*I|||||||I*I|||||||I*I|||||||I*I|||||||I*I|||||||I*I||||||||*|||||||||*|||||||||* 1100
TGTTCTAGTAGGCGT CGT TGCGGT GGCACCT CGT GGACGT GGGEGT ACCCGCTAT TGCACGACCACCCGT CGAAGCGGEECGT GGAAGT CGGACGCGCTGLC
Eci 1
Apal |
BseYl Pst1 PspOM | | Bsgl
|

| | | |
CGGCTACTACAGCT TCGT GGT GGACAGCCACATGCACT TCAAGAGCGCCAT CCACCCCAGCAT CCTGCAGAACGEGEEECCCCATGT TCGCCT TCCECCEC

N R R R R R R R A R e R R A R A A ey
GCCGATGAT GTCGAAGCACCACCTGT CGGT GTACGT GAAGT TCTCGCGGTAGGT GBGGT CGTAGGACGT CT TGCCCCCGEGGT ACAAGCGGAAGGCGEEG

Bsnmil
BseR1l BseYl Pvul | BpuEl Xhol Sacl

| | | |
GT GGAGGAGCT GCACAGCAACACCGAGCT GGGCAT CGT GGAGT ACCAGCACGCCT TCAAGACCCCGAT CGCAT TCGCCTCCAAGCT GTAGCTCGAGCTCA

A R A R R e e A e R A A A A R RN N N Y
CACCTCCTCGACGT GT CGT TGT GGCTCGACCCGT AGCACCT CATGGT CGT GCGGAAGT TCT GBGEGCT AGCGT AAGCGGAGGT TCGACAT CGAGCT CGAGT
S K L *
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H nd3Bst B1 | Pst 1] Acc65 |

1301

1401

1501

1601

1701

EcoR1 Sal 1 Kpnl ||
Xbal Bcl 1BsaBl

|l
| | | A |
AGCTTCGAATTCTGCAGT CGACGGT ACCGCGGGECCCGEGAT CCACCGGAT CTAGATAACT GATCAT AATCAGCCATACCACATTTGTAGAGGT TTTACTT

R A R A R AR R A N R R AR RN AN
TCGAAGCTTAAGACGT CAGCT GCCAT GECGCCCGGGCCCT AGGT GBCCTAGAT CTATTGACTAGT AT TAGT CGGTAT GGT GTAAACATCT CCAAAAT GAA

Bsmil
bral M el Hpal Psi 1
I | | I
GCTTTAAAAAACCT COCACACCT OCCOCT GAACCT GAAACAT AAAAT GAAT GCAATTGT TGTTGTTAACTTGTTTATTGCAGCTTATAATGGT TACAAAT

U R e N N e R R RN R A AR AN
CGAAATTTTT TGGAGGGT GTGGAGGGEGGACT TGGACT TTGTATTTTACT TACGT TAACAACAACAAT TGAACAAATAACGT CGAATATTACCAATGT TTA

Bt s1 Bsnil M ul

I I I
AAAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGT TGTGGT TTGT CCAAACT CATCAATGTATCTTAACGCGTAAATTG

N R R AR A A R R R R R A AR A
TTTCGTTATCGTAGTGT TTAAAGT GT TTATTTCGT AAAAAAAGT GACGT AAGAT CAACACCAAACAGGT TTGAGTAGT TACATAGAAT TGCGCATTTAAC

Sspl Psi 1
I I
TAAGCGTTAATATTTTGT TAAAATTCCCGT TAAATTTTTGT TAAATCAGCT CATTTTTTAACCAATAGGCCGAAAT CGGCAAAAT CCCTTATAAATCAAA

N R R R R NN T N E N A RN RR RN R AN
ATTCGCAATTATAAAACAATTTTAAGCGCAATTTAAAAACAAT TTAGT CGAGT AAAAAAT TGGT TATCOGGCT TTAGCCGT TTTAGGGAATATTTAGTTT

BsaXb Drdil BsaXa
I I I
AGAATAGACCGAGATAGGGT TGAGT GTTGT TCCAGT TTGGAACAAGAGT CCACTATTAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT

R N R R R R A N R RN NN AN A RRA N AR
TCTTATCTGGCTCTATCCCAACT CACAACAAGGT CAAACCT TGT TCTCAGGT GATAAT TTCT TGCACCT GAGGT TGCAGT TTCCCGCT TTTTGGCAGATA

1400

1500

1600

1700

1800
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Dr a3

I
CAGGGCGATGGCCCACTACGT GAACCATCACCCTAATCAAGT TTTT TGGGGT CGAGGT GCCGTAAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT

1801 [ LIttt et e e et e et f > 1900
GT CCOGCTACCGGGT GATGCACT TGGT AGT GGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGT GAT TTAGCCT TGGGAT TTCCCTCGGGGGCTA

Nael
NgoMd | Bsr B1
| | I
TTAGAGCT TGACCGGEGAAAGCCGEECGAACGT GCCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGEEECECT AGGECCCT GECAAGT GTAGCGGT CACCGCT

R N R AR AR AR AR A R AR N A RN S A A R A Ay
AATCTCGAACT GCCCCT TTCGGECCGCT TGCACCGCTCTTTCCT TCCCT TCTTTCGCT TTCCTCGCCCGOGAT COCGCGACCGT TCACAT CGCCAGT GCGA

GCGCGTAACCACCACACCCGCCGCGCT TAATGCGCCGCTACAGGEGECECGT CAGGT GGCACT TTTCGGEEGAAAT GTGCGCGGAACCCCTATTTGI TTATTT

2001 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 2100
CGCGCAT TGGT GGT GT GGGOGGECGOGAAT TACGCGGOGAT GTCCOGCGCAGT CCACCGT GAAAAGCCCCT TTACACGCGCCT TGGGGATAAACAAATAAA

Bci V1
BspH1 |
BsrBl | | Sspl Earl Bsu36
1 I I I
TTCTAAATACATTCAAATATGTATCCGCT CATGAGACAATAACCCTGATAAATGCTTCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCA

O N N A A A N R N N AR R N R A R A A At
AAGATTTATGTAAGT TTATACATAGGCGAGTACTCTGT TATTGGGACTATTTACGAAGT TATTATAACT TTTTCCTTCTCAGGACTCCGCCTTTCTTGGT

Nsi 1

Sphl |

Eci 1l Bf rBl |
Pvu2 | BseY1l BstAP | | SexAl

| | I | || I
GCTGTGGAATGTGT GT CAGT TAGGGT GT GGAAAGT COCCAGGCT CCCCAGCAGGCAGAAGT ATGCAAAGCAT GCAT CTCAAT TAGT CAGCAACCAGGTGT

2200 [ LLEEEeer=tr et ee e e e e e e e e e e e e e 2300
CGACACCTTACACACAGT CAAT CCCACACCT TTCAGGGGT CCGAGGGGT CGT CCGTCTTCATACGT TTCGT ACGTAGAGT TAATCAGT CGT TGGT CCACA
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Nsi 1
Sphl |
Bf rBl |
BseYl Bst AP | | Eci 1 Eci 1

I | I I I
GGAAAGT CCCCAGGCT COCCAGCAGGCAGAAGT ATGCAAAGCAT GCAT CTCAAT TAGT CAGCAACCATAGT CCCGCCCCTAACT COGCCCATCCCGOCCC

2301 [ LLEEEREE e >t = e e e e e e e e e 2400
CCTTTCAGGGGT COGAGGGGT CGTCOGT CTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT ATCAGGGCGGGGAT TGAGGCGGGT AGGGECGEEG

Eci 1 Sfil

Bnr 1| Eci 1 Ncol Bgl 1

|l I I I
TAACTCCGCCCAGT TCCGCCCATTCTCCGCCCCATGECTGACTAATTTTTTTTATTTAT GCAGAGGCCGAGGECCGCCTCGGECCTCTGAGCTATTCCAGAA

e N N A N R RN R A R R A A R e
ATTGAGGOGGGT CAAGGCGGGT AAGAGGECGGGGT ACCGACT GAT TAAAAAAAAT AAAT ACGT CTCCGGCT CCGGCGGAGCCGGAGACT CGATAAGGTCTT

Avr 2
St ul| BspML
BseR1 || dal BsaB1 Bf uAl

| 1] I I I
GTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCT TTTGCAAAGAT CGAT CAAGAGACAGGAT GAGGAT CGT TTCGCAT GATTGAACAAGAT GGATTGCACGC

2501 [ LLEEEEEE=t et e e e e = e e e e e e e e e e e 2600
CATCACTCCTCCGAAAAAACCT COGGAT CCGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGTACTAACT TGT TCTACCTAACGT GOG

Eagl Bnr 1

|
AGGT TCTCCGEECCCCT TGEGT GGAGAGGECTAT TCGGECT AT GACT GGGCACAACAGACAAT CAECT GCTCT GATGCCGCCGT GT TCCGECT G CAGCGCAG

Lo B A R R A R A R R A R A R R A Y
TCCAAGAGGCCGGOGAACCCACCT CTCCGATAAGCCGATACT GACCCGT GT TGT CTGT TAGCCGACGAGACT ACGGOGGCACAAGGCCGACAGT CGCGTC

Nar 1
Kas1| Drdl Mscl
| | I I
GCGCGCCCGGTTCTTTTTGT CAAGACCGACCT GT CCGGT GCCCT GAAT GAACT GCAAGACGAGGECAGCGCGECTAT CGT GGCTGECCACGACGEECGTI TC

O R R R N NN N AR AR AR RA AR AR A N ey
CCCGOGGGOCAAGAAAAACAGT TCTGGCT GGACAGGCCACGGGACT TACT TGACGT TCTGCT COGT CGCGCCGAT AGCACCGACCGGT GCT GOCCGLAAG
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Pvu2
Fspl | PflF1 Eco57

| I
CTTGCGCAGCTGT GCTCGACGT TGT CACT GAAGCGGEGAAGGGACT GGCT GCTAT TGGGECGAAGT GCCGEEECAGGATCTCCTGTCATCTCACCTTGCTCC

A O R R R A A R R R AR A R A N A RN R A et
GAACGOGT CGACACGAGCT GCAACAGT GACT TCGCCCT TCCCT GACCGACGAT AACCCGCT TCACGGOCCCGT CCTAGAGGACAGT AGAGT GGAACGAGG

BspML
Bci V1 Bsr D1 Bf uAl
I I I
TGCCGAGAAAGT ATCCATCATGGCT GATGCAAT GCGECGEECTGCATACGCT TGAT CCGGECT ACCT GCCCAT TCGACCACCAAGCGAAACAT CCCATCGAG

2901 [LLEEErerE=t e t=eer e e e e e e e e e e e e e 3000
ACGGCTCTTTCATAGGT AGTACCGACTACGT TACGCCGOCGACGT AT GCGAACT AGGCCGAT GGACGGGTAAGCT GGT GGT TCGCT TTGTAGCGTAGCTC

Sapl
Ear 1 BpuEl

| |
CGAGCACGT ACT CGGATGGAAGCCGGT CTTGT CGAT CAGGAT GAT CTGGACGAAGAGCAT CAGGGEGECT CGCGCCAGCCGAACT GT TCGCCAGGCTCAAGG

Lo N R A R Rt R R R N AN AR A N A AR AR e
GCTCGTGCAT GAGCCTACCT TCGGOCAGAACAGCTAGT CCTACTAGACCTGCT TCTCGT AGT CCCCGAGCGCGGT CGGCT TGACAAGCGGT CCGAGT TCC

sph1 Ncol

I |
CGAGCAT GCCCGACGECGAGGAT CTCGT CGT GACCCAT GGCGATGCCT GCT TGCCGAATATCATGGT GGAAAATGECCGCTTTTCTGGATTCATCGACT G

3o [ LLEE et et e e e e e e e e e e e < 3200
GCTCGTACGGGCT GCCGCTCCTAGAGCAGCACT GGGTACCGCTACGGACGAACGGCT TATAGT ACCACCT TTTACCGGCGAAAAGACCT AAGTAGCTGAC

BseYl
Nael | Sapl
NgoM4 | | Rsr 2 Eci 1 Earl Eco57 BssS1

| 1| I I I I I
TGGCCGGECT GEGT GTGECGGACCGCTAT CAGGACAT AGOGT TGGCTACCCGT GATAT TGCT GAAGAGCT TGECGGOGAAT GBGCT GACCGCTTCCTCGTG

3201 [LLEEEEEr=tr et e e e e e e e e e e e e e 3300
ACCGGCCGACCCACACCGOCT GRCGATAGT CCTGT ATCGCAACCGAT GGGCACT ATAACGACT TCT CGAACCGCCGCT TACCCGACT GGCGAAGGAGCAC

Bsr B1 Bsr B1 Bst B1
I I I
CTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGT TCTTCTGAGCGGGACTCTGGEGGT TCGAAAT GACCGACCA
3301 [ [ LIEEEEr=ter ettt =rrer et err=tere et r=ree et e r=trre et =rer e e et e et = er e 3400
GAAATGCCATAGCGGECGAGGGECTAAGCGT CGCGTAGCGGAAGATAGCGGAAGAACT GCTCAAGAAGACT CGCCCTGAGACCCCAAGCTTTACT GBCTGGT

7
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BssS1 Nael
BspML NgoM4 |
Bf uAl Bpnil |

I | |
AGCGACGCCCAACCT GCCATCACGAGATTTCGATTCCACCGCCGECCTTCTAT GAAAGGT TGEECT TCGGAATCGT TTTCCGEGACGCCGECTGGATGATC

3401 [ LLELEEEEt et et e e et = e e e e e 3500
TCGCT GOGGGT TGGACGGTAGT GCTCTAAAGCTAAGGT GGCGGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGGOCGACCTACTAG

Bpni
Avr2 |
||
CTCCAGCGCGGGGATCTCATGCTGGAGT TCTTCGCCCACCCTAGCGEGAGGCT AACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCTATGA

3501 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3600
GAGGT CBOGCCCCT AGAGT ACGACCT CAAGAAGCGGGT GBGAT CCCCCTCOGAT TGACT TTGTGCCT TCCT CTGT TATGGCCT TCCT TGGGCGCGATACT

Bsal
I
CGGCAATAAAAAGACAGAATAAAACGCACGGTGTTGEGTCGTTTGT TCATAAACGCGGEEGT TCGGT CCCAGGGCTGECACT CTGTCGATACCCCACCGAG

Lo A N A R R R R R A R R R A AR AR et
GCCGTTATTTTTCTGTCTTATTTTGOGT GCCACAACCCAGCAAACAAGT AT T TGOGCCCCAAGCCAGGGT CCOGACCGT GAGACAGCTATGGGGT GGCTC

ACCCCATTGGGEGCCAATACGCCCGCGT TTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGEGT GAAGGCCCAGGEECT CGCAGCCAACGT CGGGGECGECA

7oL [ LLLEEEt et eer e = e e e e e e e 3800
TGGGGTAACCCCGGT TAT GOGGGECGCAAAGAAGGAAAAGGEGT GBGGT GBGGGGT TCAAGCCCACT TCCGGEGT CCCGAGCGT CGGT TGCAGCCCCGCCGT

Bst AP
Al WN1 Bsu36 Dral Dral
I I I
GGCCCTGCCATAGCCTCAGGT TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATC

3801 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 3900
COGGGACGGTATCGGAGT CCAATGAGTATATATGAAATCTAACTAAAT TTTGAAGT AAAAAT TAAAT TTTCCTAGAT CCACT TCTAGGAAAAACT.

BspHL BpuE1l
I I
TCATGACCAAAATCCCTTAACGT GAGT TTTCGT TCCACT GAGCGT CAGACCCCGT AGAAAAGAT CAAAGGAT CTTCTTGAGATCCTTTTTTTCTGOGCGT

Lo N R N A A e R A R AR AR R e
AGTACTGGT TTTAGGGAAT TGCACT CAAAAGCAAGGT GACT CGCAGT CTGGGGCATCT TTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCA
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4001

4101

4201

4301

4401

4501

Eco57

I
AATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGT TTGI TTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGECTTCAGC

R R R R N R A Nt N NN RN N AN N A RN oy
TTAGACGACGAACGT TTGTTTTTT TGGT GGCGAT GGT CGCCACCAAACAAACGGCCTAGT TCTCGAT GGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CG

AGAGCGCAGATACCAAATACTGTCCTTCTAGTI GTAGCCGT AGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCTCGCTCTGCTAATCC

R R N A A R A N R R A N N N vy
TCTCGCGTCTATGGT TTATGACAGGAAGAT CACAT CGGCAT CAATCCGGT GGT GAAGT TCT TGAGACATCGT GGOGGAT GTATGGAGCGAGACGAT TAGG

Al WwN1 BpuEl
I I
TGTTACCAGT GGCTGCTGCCAGT GGCGATAAGT CGT GT CTTACCGGGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CGGGCTGAACGEG

N R A R R A N R R R R R R A A Y
ACAAT GGT CACCGACGACGGT CACCGCTAT TCAGCACAGAAT GGCCCAACCT GAGT TCTGCTATCAAT GGCCTAT TCCGCGT CGCCAGCCCGACT TGCCC

ApalLl BseYl
GGGT TCGT GCACACAGCCCAGCT TGGAGCGAACGACCT ACACCGAACT GAGATACCT ACAGCGT GAGCT ATGAGAAAGCGCCACGCTTCCCGAAGGGAGA
IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII* 4400
CCCAAGCACGT GT GT CCGGT CGAACCT CECT TCCTGGATGT GECTTGACT CTATGGAT GTCGCACT CGATACT CT T TCGECGGT GCGAAGGECTTCCCTCT
Bci V1
Eci 1 | BssS1

| I
AAGGCGCGACAGGT AT CCGGT AAGCGGECAGEGT CGGAACAGGAGAGCGCACGAGGEGAGCT TCCAGEEEGAAACGCCTGGTATCT TTATAGT CCTGT CGGGT

R R R R R R R N Rt R N A AN AN ey
TTCOGCCTGTCCATAGGCCAT TCGCCGT COCAGCCT TGT CCTCT CGOGT GCTCCCTCGAAGGT CCCCCT TTGOGGACCATAGAAAT ATCAGGACAGCCCA

Drdl BpuEl Eci 1
I I I
TTCGCCACCTCTGACTTGAGCGT CGATTTTTGT GATGCT CGT CAGGGEGEGECGGAGCCTAT GCGAAAAACGCCAGCAACGCGCECCTTTTTACGGT TCCTGEC

LLCEEEEE TR e e et e e = e et e e et ff > 4600
AAGCGGT GGAGACT GAACT CGCAGCTAAAAACACT ACGAGCAGT CCCCCCGCCT CGGATACCT TTTTGCGGT CGT TGOGCCGGAAAAAT GCCAAGGACCG
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Nsi 1
BspLU Bf rBl |

I | |
CTTTTGCTGGCCTTTTGCTCACATGT TCTTTCCTGOGT TATCCCCT GATTCT GTGGATAACCGT AT TACCGCCATGCAT

4601 IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII*IIIIIIIII 4679
GAAAACGACCGGAAAACGA CAAGAAAGGACGCAATAGGGGACTAAGACACCT AT TGGCATAAT GGCGGTACGT.

Found:

Aar 1 Aat 2 Acc65 Afel Agel Al WwN1 Apal ApalLl Asel Avr 2 BantHil Bci V1 Bcl 1
Bf uAl Bgl 1 Bl p1 Bnr 1 Bpml  BpuEl Bsal BsaBl BsaXa BsaXb BseRl BseYl Bsgl
BspH1 BspLU BspML Bsr B1 Bsr D1 BssS1 Bst AP  BstBl Bsu36 Btsl Chi G al Dral

Drdl Eagl Ear 1 Eci 1 Eco57 EcoR1 Fsel Fspl H nd3 Hpal Kas1 Kpnl M el

Mscl Nael Nar 1 Ncol Ndel Ngow4 Nhel Nsi 1 Pfl F1 Pfl ML P 1 Psi 1 PspQM

Pvul Pvu2 Rsr 2 Sacl Sac? Sal 1 Sapl SexAl Sfil Smal SnaBl Sphi Sspl

Xbal Xhol Xm1l

10

Bf r B1

Bsmil

Dr a3

M ul

Pst1

Stul
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Uni que:

Aar 1 Accb65
Bt sl dal
Pfl F1 Pf 1 ML

Xm1l

Not found:

Acl 1 Afl 2
BpulO Bsi WL
I _Ceu | oxP

Swal Pl Sce

Excl uded by site

Accl Aci 1
BsaAl BsaHlL
Bsr F1 BssK1l

Fok1 Hae2
Hpy C4 Hpy C5
PpuML Rsal
TspR1

Af el

Dr a3

Pvul

Ahd1l
BsnB1
Not 1
xXcml

Agel

EcoR1

Al el
BspEl
Nrul

compl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Moo2
Sau96

Apall

Fsel

Sacl

Ascl
Bsr GL
Pacl

Al wl
BseM2
Bst Ul

Hhal

wvhl 1
Sf aN1

Asel
Fspl

Sac?

Asi S1
BssH2
Pmel

Apol
Bsi E1

Bst Y1
H nc2
Msel
Sfcl

BanmH1
H nd3

Sal 1

Baela
Bst E2
PshAl

Aval
Bsi H1
Bt gl
H nf1l
Msl 1
Sm 1

Bcl 1
Hpal

SexAl

Baelb
Bst X1
SanD1

Avaz2
Bsl 1
Cac8
H nP1
MspAl
Styl

11

Bl p1
Kpnl

Sfil

Bbs1
Bst Z1
Shf 1

Banl
BsmAl
CviJl

Hpa2

Mo 1

Taql

Bsal
M el

Smal

BbvC1l
EcoK
Scal

Ban2
Bsnf1
Ddel
Hphl
Nci 1
Tat 1

BsaXa
M ul

SnaBl1

Bcgla
EcoN1
Sgf 1

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

BsaXb
Mscl

Stul

Bcglb
EcoRV
Sgr Al

BceAl
BspCa
EcoOl
Hpy 1
N a4
Tsel

BspLU
Ndel

Xbal

Bgl 2
ScFRT
Spel

Bf al
BspCb
Faul
Hpy3
Nspl
Tsp45

Bsr D1
Nhel

Xhol

BngBl
FspAl
Srfl

Brmel5
Bsrl
Fnu4H
Hpy C3
Pl el
Tsp50



