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pCop-Green-mito vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.
Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please
refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). Mitochondrial

targeting sequence (MTS) and amino acids added to the C-terminal of CopGFP to prevent aggregation are shown in bold black.

Asel Bgl 1

| |
TAGTTATTAATAGT AATCAATTACGCGGT CATTAGT TCATAGCCCATATATGGAGT TCCGCGT TACATAACT TACGGT AAAT GGCCCGECCTGECTGACCG

O R R e R R Rt R R N RN N n RN N EER R AR
ATCAATAATTATCATTAGT TAATGCCCCAGT AATCAAGT AT CGGGTATATACCT CAAGGCGCAAT GTATTGAAT GOCAT T TACCGGGOGGACCGACT GGC

Aat 2 Aat 2

| |
CCCAACGACCCCCGCCCATTGACGT CAATAATGACGTATGT TCCCATAGT AACGCCAATAGCGACT TTCCAT TGACGT CAATGGEGTGGAGTATTTACGGT

KO R Rt R R R Rt R R N mmn AR RN N T A ey
GGGT TGCT GGGGEECGGGT AACT GCAGT TATTACT GCATACAAGGGT ATCAT TGOGGT TATCCCT GAAAGGT AACT GCAGT TACCCACCT CATAAATGCCA

Bgl 1 Ndel Aat 2 Bgll Bmr1l

| | | | |
AAACTGCCCACT TGECAGTACATCAAGT GTATCATAT GCCAAGT ACGCCCCCTAT TGACGT CAAT GACGGT AAAT GGCCCGCCTGECAT TATGCCCAGTA

O R R R R R N N AR AN n A T e
TTTGACGGGT GAACCGT CATGT AGT TCACATAGT ATACGGT TCATGCGGGGEGATAACT GCAGT TACT GCCAT T TACCGGGOGGACCGTAATACGGGT CAT

SnaB1 Ncol

| |
CATGACCTTATGGGACTTTCCTACT TGGCAGTACATCTACGTATTAGT CATCGCTAT TACCATGGT GATGCGGT TTTGGCAGTACATCAAT GGGCGT GGA

O R R R R R R R R N N N R NN T RN NN AN EEE N nnA AN e
GTACTGGAATACCCT GAAAGGAT GAACCGT CATGTAGAT GCATAAT CAGTAGCGATAAT GGTACCACT ACGCCAAAACCGT CATGTAGT TACCCGCACCT
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MI'S

MI'S

Aat 2 Eci 1
I I
TAGCGGT TTGACT CACGGGGATTTCCAAGT CTCCACCCCAT TGACGT CAATGCGAGT TTGT TTTGGCACCAAAAT CAACGGGACT TTCCAAAATGTCGTA
O N R A A R A R S R T nnE R
ATCGCCAAACT GAGT GCCCCTAAAGGT TCAGAGGT GGGGTAACT GCAGT TACCCT CAAACAAAACCGT GGT TTTAGT TGCCCT GAAAGGT TTTACAGCAT
Nhel
I
ACAACT CCGCCCCATTGACGCAAAT GEECGEGT AGGCGT GTACGGT GGGAGGT CTATAT AAGCAGAGCT GGT TTAGT GAACCGT CAGATCCGCTAGCATGT
1O I N R R R U R e R s N B A R AR AR AR
TGTTGAGGCGGGGTAACT GCGT TTACCCGCCAT CCGCACAT GCCACCCTCCAGATATATTCGT CTCGACCAAAT CACT TGBCAGT CTAGGCGATCGTACA
> M
Bnr 1 BssH2 Pfl ML BanHl Agel
I I I I I
CCGT CCTGACGCCGCTGCT GCTGCGEEGEECT TGACAGGCT CEGECCCGECEECT CCCAGT GCCGCGCGECCAAGAT CCAT TCGT TGEGGGAT CCACCGGTCGC
Lo I I N N R U R U R R R A Rt A R R A AN
GGCAGGACT GCGECGACGACGACGCCCCGAACT GT CCGAGCCHEEGECCECCGAGEGT CACGECGCELAEGT TCTAGGT AAGCAACCCCCT AGGT GGCCAGCG
>SS v L T PLLL RGLTGSARRLWPVPRAKI HSL GDUPZPVA
_Chi Eci 1
I I
CACCATGCCCGCCAT GAAGAT CGAGT GCCGCAT CACCGECACCCT GAACGECGT GGAGT TCGAGCT GGT GCCECGECEGAGAGEECACCCCCGAGCAGEEC
A N N e A R s s A A o AT
GTGGTACGGEGECGGTACT TCTAGCT CACGGCGT AGT GGCCGT GGGACT TGCCGCACCT CAAGCT CGACCACCCGCCGCCT CTCCCGT GBEEECTCGTCCCG
T
Pf 1 ML
PM 1 |
Nar 1 BspML | ]
Sap1l Kas1| Bf uAl | ]
Ear 1 Eco57 | ] Bl pl | [ ]
I A 1
CGCAT GACCAACAAGAT GAAGAGCACCAAGGECECCCT GACCT TCAGCCCCTACCT GCT GAGCCACGT GAT GGGCTACGECT TCTACCACT TCGGCACCT
O I I O O O U R B U R U U R R A AR R AN R AR

GCGTACTGGITGTTCTACTTCTCGT GGT TCCCCCGEGACT GGAAGT CGCGEGAT GGACGACT CGGT GCACT ACCCGAT GCCGAAGAT GGT GAAGCCGT GGA
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901

1001

1101

1201

BseY1l Bsgl Xmm1 Bsgl Eco57 Pm 1

I I I I I I
ACCCCAGCGGCTACGAGAACCCCT TCCTGCACGCCAT CAACAACGGCGGCT ACACCAACACCCGCAT CGAGAAGT ACGAGGACGGCGGOGT GCTGCACGT

R A R R N R AN R AR NN ey
TGGGGTCECCGATGCT CT TGGEGGAAGGACGT GOGGTAGT TGT TGOCGCCGAT GT GGT TGT GGGOGT AGCTCT TCATGCT CCTGCCGOCGCACGACGT GCA

Fsel
Nael
Eagl |
o
GAGCTTCAGCTACCGCTACGAGGCCGECCGCGT GATCGGCGACT TCAAGGT GGT GGGCACCGGECT TCCCCGAGGACAGCGT GATCTTCACCGACAAGATC

R R A N R N RN A AR AR AT ey
CTCGAAGT CGATGGCGAT GCT COGECCGGOGCACT AGCCGCT GAAGT TCCACCACCCGT GGCCGAAGGGGCT CCT GT CGCACTAGAAGT GGCTGT TCTAG

Ncol
BspML
Bf uAl Eco57
Bsgl Aar 1 _Chi

| |
ATCCGCAGCAACGCCACCGT GGAGCACCT GCACCCCAT GGECGATAACGT GCTGGT GGECAGCT TCGCCCGCACCT TCAGCCT GCGCGACGECGGECTACT

R R R R R et R N R N R AN AR AR RN oy
TAGGCGTCGT TGOGGT GGCACCT CGT GGACGT GBGGT ACCCGCTAT TGCACGACCACCCGT CGAAGCGGECGT GGAAGT CGGACGCGCTGCCGOCGATGA

Eci 1l
Apal
BseYl Pst1 PspOM | | Bsgl
I

| | | |
ACAGCTTCGT GGTGGACAGCCACAT GCACT TCAAGAGCGCCAT CCACCCCAGCAT CCTGCAGAACGEEEGECCCCATGT TCECCT TCCECCGCGT GGAGGA

R R R R R R N A A R AR AR AN ey
TGT CGAAGCACCACCT GTCGGT GTACGT GAAGT TCTCGOGGT AGGT GGGGT CGTAGGACGT CTTGCCOCCGGGGT ACAAGCGGAAGGOGGECGCACCT CCT
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CopG-P

CopGFP

1301

1401

>

1501

\Y

1601

1701

1801

Bsmil
BseR1 BseYl Pvul | Eci 1

|
GCTGCACAGCAACACCGAGCT GGGCAT CGT GGAGT ACCAGCACGCCT TCAAGACCCCGAT CGCAT TCGCCAGAT CCAGAGCCCAGGCCAGCAACT CCGCC

R N R R R R R Rt RN AR R RN AR
CGACGT GT CGT TGT GGCTCGACCCGT AGCACCT CATGGT CGTGOGGAAGT TCT GBEGCTAGCGT AAGCGGT CTAGGT CTCGGGT COGGT CGT TGAGGCGG

R S R A QASNSA

Rsr 2 Eagl Xbal BsaBl1 Dral
I I I I
GTGGAT GGCACAGCCGGACCGGGATCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGT TTTACTTGCTTTAAAAAACCT CCCACAC
R R R R N R R N N N EE R
CACCTACCGT GT CGECCTGGCCCTAGCCGECGCTGAGATCTAGTATTAGT CGGTATGGT GTAAACAT CTCCAAAATGAACGAAATTTTTTGGAGCGTGTG
VvV D GTAGP GSAATLIDHNAO QQPYHI CRGFTT CFIZKIKUZPUPT

Bsmi
M el| Hpal Psi 1

|
CTCCCCCTGAACCT GAAACATAAAATGAATCCAATTGI TGTTGT TAACTTGT TTAT TGCAGCT TATAATGGT TACAAATAAAGCAATAGCATCACAAATT

R A R R R R Nt A R RN AN EEE R nERA A
GAGGGGGACT TGGACT TTGTAT TTTACT TACGT TAACAACAACAAT TGAACAAATAACGT CGAATAT TACCAATGT TTATTTCGT TATCGTAGTGTTTAA

PP PEUPET *
Bt sl Bsnmi Afl 2 Sspl
I I
TCACAAATAAAGCATTTTTTTCACTGCATTCTAGTI TGTGGT TTGTCCAAACTCATCAATGTATCTTAAGGCGTAAATTGTAAGCGT TAATATTTTGITAA
FITTTETEE*PEr e =t er=t et er et er et et rr =t eer=e e r=ere = er =
AGTGITTATTTCGTAAAAAAAGT GACGTAAGATCAACACCAAACAGGTTTGAGTAGT TACATAGAATTCCGCATTTAACATTCGCAATTATAAAACAATT
Psi 1
I
AATTCCCGTTAAATTTTTGT TAAATCAGCTCATTTTTTAACCAATAGGCCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGCEGTT

R R R R R N N R NN N EnmE R nEE R
TTAAGCOGCAAT TTAAAAACAAT TTAGT CGAGTAAAAAATTGGT TATCCGGCT TTAGCCGT TTTAGGGAATATTTAGT TTTCTTATCTGGCTCTATCCCAA

BsaXb Drdil BsaXa Dr a3

I I I I
GAGTGTTGT TCCAGT TTGGAACAAGAGT CCACTAT TAAAGAACGT GGACT CCAACGT CAAAGGGCGAAAAACCGT CTAT CAGGGCGAT GGCCCACTACGT

R R R R A S A A N AN RN
CTCACAACAAGGTCAAACCT TGT TCTCAGGTGATAAT TTCT TGCACCTGAGGT TGCAGT TTCCCGCT TTTTGGCAGATAGT CCCGCTACCGGGT GATGCA
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1901

NgoM4
|
GAACCATCACCCTAATCAAGT TTTT TGGGGT CGAGGT GCCGTAAAGCACT AAAT CGGAACCCT AAAGGGAGCCCCCGAT TTAGAGCT TGACGGEGGAAAGC

R N R R R A R R NN RN E R AR
CTTGGTAGT GGGAT TAGT TCAAAAAACCCCAGCT CCACGGCAT TTCGTGAT T TAGCCT TGGGAT TTCCCT CGGEGEGCTAAAT CTCGAACTGCCCCTTTCG

Nael Bsr B1

2001

2101

2201

2301

| |
CGGCGAACGT GGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGEEECECT AGGECECT GECAAGT GTAGCGGT CACGCT GCGCGT AACCACCACACCCGC

R R R R e R R R A A R A AR R AR R R
GCCGCTTGCACCGCTCTTTCCT TCCCT TCTTTCGCT TTCCTCGOCCGOGAT CCOGCGACCGT TCACAT CGCCAGT GCGACGCGCAT TGGT GGT GT GGGCG

CGCGCT TAAT GCGCCGCTACAGGGECGECGT CAGGT GGBCACT TTTCGGEGAAAT GT GCGCGGAACCCCTATTTGT TTATTTTTCTAAATACATTCAAATATG

R R R R AR N N AN N AR nENEN TR
GCGCGAAT TACGOGGCGAT GT CCOGCGCAGT CCACCGT GAAAAGCCCCT TTACACGCGCCT TGGGGATAAACAAATAAAAAGAT TTATGTAAGT TTATAC

Bci V1
BspHl | Eci 1
BsrBl1 | | Sspl Earl Bsu36 Pvu2

|1 | | |
TATCCGCTCATGAGACAATAACCCTGATAAAT GCT TCAATAATAT TGAAAAAGGAAGAGT CCT GAGGCGGAAAGAACCAGCT GT GGAATGTGTGTCAGT T

N A R e R N R AN NEA AR
ATAGGCGAGTACTCTGT TATTGGGACTATTTACGAAGT TATTATAACT TTTTCCT TCTCAGGACT CCGOCT TTCTTGGT CGACACCT TACACACAGT CAA

Nsi 1
Sph1
Bf rBl |
BseYl Bst AP | | SexAl BseYl

| |11 | |
AGGGT GTGGAAAGT CCCCAGGCT CCCCAGCAGGCAGAAGT AT GCAAAGCAT GCAT CTCAAT TAGT CAGCAACCAGGT GT GGAAAGT CCCCAGGCTCCCCA

R A N N R N N AN NN RN
TCCCACACCT T TCAGGGGT CCGAGGGGT CGTCCGT CTTCATACGT TTCGTACGTAGAGT TAATCAGT CGT TGGT CCACACCT TTCAGGGGT COGAGGGGT
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Nsi 1
Sphl |
Bf rBl | Eci 1
Bst AP | | Eci 1 Eci 1 Bnr 1| Eci 1

|11 | | || |
GCAGGCAGAAGTATGCAAAGCAT GCAT CTCAAT TAGT CAGCAACCAT AGT CCCGOCCCT AACT CCGOCCAT CCCGCCCCTAACT COGCCCAGT TCCGOCC

e R R R R N R R AR A NN AN A N sy
CGTCOGTCTTCATACGT TTCGTACGT AGAGT TAATCAGT CGT TGGT ATCAGGGOGGGGAT TGAGGCGGGT AGGGECGGGGAT TGAGGCGGGT CAAGGOGEG

Sfil
Ncol Bgl 1

| |
ATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTAT GCAGAGGCCGAGGECCGECCT CGGECCTCTGAGCTATTCCAGAAGT AGTGAGGAGCCTTTTTTGG

2501 [ LLELEEerse et r=eee et e e e e e e e e e e e 2600
TAAGAGGCGGGGTACCGACT GAT TAAAAAAAAT AAATACGT CTCOGGCT COGGCGGAGCCGGAGACT CGATAAGGT CTTCATCACTCCT CCGAAAAAACC

Avr 2
St ul]| BspML
BseRl1 || dail BsaBl1 Bf uAl Eagl

|1 | | | |
AGGCCTAGGCTTTTGCAAAGAT CGATCAAGAGACAGGAT GAGGAT CGT TTCGCAT GATTGAACAAGAT GGAT TGCACGCAGGT TCTCCGECCGCT TGRGT

2601 [ [LLEEEEEErre e = e e e e e = e e e e e e <t i 2700
TCCGGATCCGAAAACGT TTCTAGCTAGT TCTCTGT CCTACT CCTAGCAAAGCGT ACTAACT TGT TCTACCT AACGT GCGT CCAAGAGGCCGGOGAACCCA

Nar 1
Bnr 1 Kas1|

| | |
GGAGAGGCTATTCGGCTATGACT GGGCACAACAGACAAT CGGECTGCTCTGAT GCCGCCGT GI' TCCGGECT GT CAGCGCAGGGEGECGECCCGGITCTTTTTGIC

O B N R A R e R R A R AR A AN N ey
CCTCTCCGATAAGCCGATACT GACCCGT GT TGT CTGT TAGCCGACGAGACT ACGGCGGCACAAGGCCGACAGT CGCGT COCCGCGEECCAAGAAAAACAG

Pvu2
Drdl Mscl Fspl |

| |
AAGACCGACCT GT CCGGT GCCCTGAAT GAACT GCAAGACGAGGCAGCGCGECTAT CGT GGCT GECCACGACGGEGECGT TCCT TGCGCAGCT GTGCTCGACG

Lo B R e R R N AR AN A aeey
TTCTGGCTGGACAGGCCACGGGACT TACT TGACGT TCTGCT COGT CGCGOCGAT AGCACCGACCGGT GCT GCCOGCAAGGAACGCGT CGACACGAGCTGC
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Pfl F1 Eco57

| |
TTGICACT GAAGCGGGAAGGGACT GGCTGCTAT TGGECGAAGT GCCGGEGEECAGGAT CTCCTGT CATCTCACCT TGCT CCTGCCGAGAAAGT ATCCATCAT

o N R N R R R R R R R N T N R N AR AR AR NN A TN ey
AACAGT GACTTCGCCCT TCCCT GACCGACGATAACCCGCT TCACGGECCCOGT CCTAGAGGACAGT AGAGT GGAACGAGGACGECT CTTTCATAGGTAGTA

BspML
Bci V1 Bsr D1 Bf uAl

| | |
GGCTGATGCAAT GCGGCGGECT GCATACGCT TGAT CCGGECTACCT GCCCAT TCGACCACCAAGCGAAACAT CGCAT CGAGCGAGCACGTACT CGGATGGAA

Lo R R N ot R N R AR AN RN N AR AR vy
CCGACTACGT TACGCCGOCGACGT AT GCGAACT AGGCCGAT GGACGGGT AAGCT GGT GGT TCGCT TTGTAGCGTAGCT CGCTCGT GCATGAGCCTACCTT

Sapl
Ear 1 BpuEl Sph1

| | |
GCCGGTCTTGT CGAT CAGGAT GAT CTGGACGAAGAGCAT CAGGGEECT CGCGCCAGCCGAACT GT TCGCCAGCCT CAAGGCGAGCAT GCCCGACGGECGAGG

O B R e R e N R A A AN R AN A AR -y
CGGCCAGAACAGCTAGTCCTACTAGACCT GCT TCTCGT AGT COCCGAGCGCGGT CGGCT TGACAAGCGGT CCGAGT TCCGCT CGTACGGGCTGCCGCTCC

BseYl
Nael
Ncol NgoM4d | | Rsr 2

I | 1| I
ATCTCGTCGT GACCCAT GGOGAT GCCTGCT TGOCGAATAT CATGGT GGAAAAT GGCCGCT TTTCTGGAT TCAT CGACT GTGBCCGGCT GGGT GTGGCGGA

e R N R R R N R N NN AR NN E R R sy
TAGAGCAGCACT GBGT ACCGCT ACGGACGAACGGCT TATAGT ACCACCT TTTACCGGCGAAAAGACCT AAGT AGCT GACACCGGCCGACCCACACCGCCT

Sapl
Eci 1 Ear 1 Eco57 BssS1 Bsr Bl

| | | | |
CCGCTATCAGGACATAGCGT TGECTACCCGTGATAT TGCTGAAGACCT TEECEECGAAT GEECTGACCGCT TCCTCGTGCTTTACGGTATCGCCGCTCCC

Lo B N R R N R N R N A RN AN mA AN sy
GGCGATAGT CCTGT ATCGCAACCGAT GGGCACT ATAACGACT TCT CGAACCGCOGCT TACCCGACT GGCGAAGGAGCACGAAAT GCCATAGCGGCGAGEG

Bsr B1 Bst B1

| |
GATTCGCAGCGCATCGCCTTCTATCGCCT TCTTGACGAGT TCT TCT GAGCGGEGACT CTGGEGEGET TCGAAAT GACCGACCAAGCGACGCCCAACCTGCCATC

3401 [ LLLLEEerst = et e e e e e e e e e f 3500
CTAAGCGT CGOGT AGCGGAAGATAGCGGAAGAACT GCT CAAGAAGACT CBCCCTGAGACCCCAAGCT TTACT GGCT GGT TCGCT GOGGGT TGGACGGTAG

7
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BssS1
BspML
Bf uAl

3501

3601

3701

3801

3901

4001

Nael

NgoM4 |

Bpnt |

||
ACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGT TGGGCT TCGGAAT CGT TTTCCGGGACGCCGGCT GGATGATCCTCCAGCGCGGGGATCTCATG

R R R T R R N AN NN AR RN AR AN
TGCTCTAAAGCTAAGGT GGOGGCGGAAGATACT TTCCAACCCGAAGCCT TAGCAAAAGGCCCT GCGGOCGACCTACT AGGAGGT CGOGCCCCTAGAGTAC

Bpmni
Avr2 |

||
CTGGAGT TCTTCGCCCACCCT AGGGGEGAGECTAACT GAAACACGGAAGGAGACAAT ACCGGAAGGAACCCGCGCTAT GACGGCAAT AAAAAGACAGAATA

FITTTETEE=PEr e =t et =t e e =ttt et = r=er =iy
GACCTCAAGAAGCGGGTGGGATCCCCCTCCGATTGACTTTGTGCCTTCCTCTGT TATGGECCT TCCTTGEGECECGATACTGCCGTTATTTTTCTGTCTTAT
Bsal

|
AAACGCACGGTGT TGGGT CGT TTGT TCATAAACGCGGEGEGT TCGGT CCCAGGGECT GECACT CTGT CGATACCCCACCGAGACCCCAT TGGGGECCAATACGC

R R N A R A RN AN RN R RRNE RN AR
TTTGCGTGCCACAACCCAGCAAACAAGT AT TTGCGCCCCAAGCCAGGGT COCGACCGT GAGACAGCT AT GGGGT GBCT CTGGEGEGT AACCCCGGT TATGCG
Bst AP
Al wWNL Bsu36

|
CCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGT TCGEGT GAAGGCCCAGGECT CGCAGCCAACGT CAEEGECEECAGECCCTGCCATAGCCTCAGGT

R R T AT A N RN AR RN RRANRR R N RARNI
GGCGCAAAGAAGGAAAAGGGGT GBGGT GGBGGGT TCAAGCCCACT TCOGGGT COCGAGCGT CGGT TGCAGCCCOGCCGT COGGGACGGT ATCGGAGT CCA

Dral Dral BspHL

| | |
TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGT GAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAAC

R R N N N N N TN A E N E R RO nARRANE
ATGAGTATATATGAAATCTAACTAAATTTTGAAGT AAAAAT TAAATTTTCCTAGATCCACT TCTAGGAAAAACTATTAGAGTACTGGT TTTAGGGAATTG

BpuEl

|
GI'GAGITTTCGI TCCACT GAGCGT CAGACCCCGT AGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGT AATCTGCTGCTTGCAAACAAA
A A A A R R R AR AR AR R S A AR AR R A s
CACTCAAAAGCAAGGT GACTCGCAGT CTGGCGECATCTTTTCTAGT TTCCTAGAAGAACT CTAGGAAAAAAAGACGCGCAT TAGACGACGAACGTI TTGITT
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4101

4201

4301

4401

Bci

4501

4601

Eco57

|
AAAACCACCGCTACCAGCGGTGGT TTGI TTGCCGGAT CAAGAGCTACCAACTCTTTTTCCGAAGGT AACT GGCT TCAGCAGAGCGCAGATACCAAATACT

R R R R R NN AN RN A AR AR R AR ey
TTTTGGTGGCGATGGT CGCCACCAAACAAACGGCCTAGT TCTCGAT GGT TGAGAAAAAGGCT TCCAT TGACCGAAGT CGTCTCGCGTCTATGGT TTATGA

Al wN1

|
GTCCTTCTAGT GT AGCCGTAGT TAGGCCACCACT TCAAGAACT CTGTAGCACCGCCTACATACCT CGCTCTGCTAATCCTGT TACCAGT GGCTGCTGCCA

N R R R R e N N N RN AR
CAGGAAGAT CACAT CGGCAT CAATCCGGT GGTGAAGT TCT TGAGACAT CGT GGCGGAT GTATGGAGCGAGACGAT TAGGACAAT GGT CACCGACGACGGT

BpuEl ApalLl BseYl

| |
GT GCCGATAAGT CGTGTCTTACCGGEGT TGGACT CAAGACGATAGT TACCGGAT AAGGCGCAGCGGT CEGECT GAACGEEEEGET TCGT GCACACAGCCCAG

R R R R N N R T R RN A N AR R RN EEE R N
CACCGCTATTCAGCACAGAAT GGOCCAACCTGAGT TCTGCTATCAAT GGCCT AT TCCGCGT CGCCAGCCCGACT TGCCCOCCAAGCACGT GTGTCGGGTC

Eci 1
I
CTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGT GAGCTATGAGAAAGCGCCACCCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTA

U R N N A S R A R R AR AR A el
GAACCTCGCT TGCTGGATGT GGCT TGACT CTATGGATGT CGCACT CGATACT CT T TCGCGGT GCGAAGGGCT TCCCT CTTTCCGCCTGT CCATAGGCCAT

Vi BssS1 Drdl
| | |
AGCGGCAGGGT CGGAACAGGAGAGCGCACGAGGGAGCT TCCAGGGEGEGAAACGCCTGGTATCT TTATAGT CCTGT CGGGT TTCGCCACCTCTGACTTGAGC

R R R R R R R R A AR RN ol
TCGCCGTCCCAGCCT TGTCCT CTCGOGT GCTCCCT CGAAGGT COCCCT TTGCGGACCAT AGAAAT AT CAGGACAGCCCAAAGCGGT GGAGACTGAACTCG

BpuEl Eci 1
I I
GTCGATTTTTGTGATGCT CGT CAGGGEEGEECEGAGCCT ATGGAAAAACGCCAGCAACGCGEGECCTTTTTACGGT TCCTGECCTTTTGCTGECCTTTTGCTCA

R R R R R R R A AN AR AN RAN AN AR e
CAGCTAAAAACACT ACGAGCAGT CCCCCCGCCT CGGATACCT TTTTGCGGT CGT TGOGCCGGAAAAAT GCCAAGGACCGGAAAACGACCGGAAAACGAGT
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Nsi 1
BspLU Bf r B1

|
CATGITCTTTCCTGCGT TATCCCCTGATTCTGT GGATAACCGT AT TACCGCCATGCAT

S R AR AR R AN R A AN AR A s
GT ACAAGAAAGGACGCAATAGGGGACT AAGACACCTAT TGGCATAAT GGCGGTACGTA

Found:

Aar 1 Aat 2 Afl 2 Agel Al wiN1 Apal Apall Asel Avr 2 BantH1
Bl pl Bnr 1 Bpni BpuEl Bsal BsaBl1 BsaXa BsaXb BseR1 BseYl
BspML Bsr Bl Bsr D1 BssH2 BssS1 Bst AP  BstB1 Bsu36 Btsl Chi
Eagl Ear 1 Eci 1 Eco57 Fsel Fspl Hpal Kas1 M el Mscl
NgoM4 Nhel Nsi 1 Pfl F1 Pf 1 ML Pm 1 Psi 1 PspOM Pst 1 Pvul

Sfil SnaB1 Sph1 Sspl Stul Xbal Xmm1

10

Bci V1
Bsgl
dal
Nael

Pvu2

Bf r B1

Bsmil

Dral

Rsr 2

Bf uAl
BspHL
Dr a3
Ncol

Sapl

Bgl 1
BspLU
Drdl
Ndel

SexAl
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Uni que:

Aar 1
Bst Bl

Pvul

Afl 2

Btsl

SexAl

Not f ound:

Acc65
Bgl 2
ScFRT
Sal 1

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1l

Acl 1
BngB1
FspAl
SanD1

by site

Aci 1l
BsaHl1
BssK1l

Hae?2
Hpy C5

Rsal

Agel
Cal

Sfil

Af el
BpulO
Hi nd3

Sbhf 1

Dr a3

SnaB1

Ahd1l
Bsi W
I _Ceu

Scal

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaW
Bst N1

Hgal

Moo2
Sau96

Apal1l

Fsel

Stul

Al el
BsnBl1
Kpnl
Sgf 1

Al wl
BselR
Bst Ul

Hhal

whl 1
Sf aN1

Asel
Fspl

Xbal

Ascl
BspEl
| oxP
Sgr Al

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

BantH1
Hpal

Xm1l

Asi S1
Bsr G1
M ul
Smal

Aval
Bsi H1L
Bt gl
Hi nf1
Msl 1
Sm 1

Bl p1

M el

Baela
Bst E2
Not 1
Spel

Ava2
Bsl 1
Cac8
Hi nP1
MspAl
Styl
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Bsal

Mscl

Baelb
Bst X1
Nrul
Srfl

Banl
BsmAl
CviJl

Hpa?2

Mo 1

Taql

BsaXa

Ndel

Bbs1
Bst Z1
Pacl
Swal

Ban2
BsnfF1
Ddel
Hphl
Nci 1
Tat 1

BsaXb

Nhel

BbvCl
EcoK
Pmrel

Pl Sce

Bbv1
Bspl2
Eael
Hpy 99
N a3
Tfil

BspLU

PflF1

Bcgla
EcoN1
PshAl

Xcml

BceAl
BspCa
EcoOl
Hpy1
N a4
Tsel

Bsr D1

PspOM

Bcglb
EcoR1
Sacl
Xhol

Bf al
BspCh
Faul
Hpy3
Nsp1l
Tsp45

BssH2

Pst1

Bcl 1
EcoRV
Sac?2

Brmelb5
Bsr1l
Fnu4H
Hpy C3
Pl el
Tsp50



