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pCop-Green-YB vector restriction map

The data has not been verified by restriction digestion with each enzyme listed and does not take into account possible methylation sites.

Enzymes that recognize unambiguous sequences less than 6 basepairs long are not included — for the more complete enzyme list please

refer to the Table of restriction sites.

Unique sites shown in bold blue. The location given specifies the 3’ end of the cut DNA (the base to the left of the cut site). Amino acids

coded by vector’'s backbone sequence are shown in black.

Xhol Bsr Bl Psi 1 M el Bsr B1

101

201

| |
CTCGAGAAATCATAAAAAATTTATTTCCTTTGT GAGCGGATAACAAT TATAATAGATTCAAT TGT GAGCGGATAACAATTTCACACAGAATTGATTAAAG

R R A N R R R R AR AR A AR Y

GAGCTCTTTAGTATTTTTTAAATAAACGAAACACTCGCCTATTGT TAATATTATCTAAGT TAACACTCGCCTATTGT TAAAGTGTGTCTTAACTAATTTC
Smal
Kpnl |
Bantl Acc65 ||
BseR1 BsaB1| Sphl Sacl | | ]
I

|l I |1
AGGAGAAATTAACTAT GAGAGGAT CGGGAT COGCAT GCGAGCT CGGTACCCCGGGT CGAGCT GOGAT GCCAGCTATGAAAATTGAATGTAGAATTACT GG

R R R R N R RN R R A A N vy
TCCTCTTTAATTGATACTCTCCTAGCCCTAGGCGT ACGCT CGAGCCAT GGEGECCCAGCT CGACGCTACGGT CGATACT TTTAACT TACATCTTAATGACC

MR GSGSACELGTUZPGRAMA
Bpni BsaXb
| |
TACTTTGAATGGTGT TGAATTTGAATTGGT TGGT GGT GGT GAAGGT ACT CCAGAACAAGGT AGAATGACTAATAAAATGAAATCTACTAAAGGTGCTTTG

R R s R R A N R N N RN AR vy
ATGAAACT TACCACAACT TAAACT TAACCAACCACCACCACT TCCATGAGGT CTTGT TCCATCT TACTGAT TATTTTACT TTAGATGATTTCCACGAAAC
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301

401

501

601

701

Asel
BsaXa Sph1 |

|
ACTTTTTCTCCATATTTGT TGTCTCATGI TATGGGTI TATGGT TTTTATCATTTTGGTACT TATCCATCTGGT TATGAAAATCCATTTTTGCATGCTATTA

U R R R RN N N N AN N E RN AN NEE R NREEARRE AR
TGAAAAAGAGGTATAAACAACAGAGT ACAATACCCAATACCAAAAAT AGT AAAACCAT GAATAGGT AGACCAATACT TTTAGGT AAAAACGTACGATAAT

ATAATGGTGGTTATACTAATACTAGAAT TGAAAAATATGAAGATCGTGGTGI TTTGCATGI TTCTTTTTCTTATAGATATGAAGCTGGTAGAGT TATTGG

N N A R R A N A AN E R RN R nEEA AN AEAE I
TATTACCACCAATATGATTATGATCTTAACTTTTTATACTTCTACCACCACAAAACGT ACAAAGAAAAAGAATAT CTATACT TCGACCAT CTCAATAACC

Dral Bgl 2

|
CGATTTTAAAGI TGT TGGTACTGGT TTTCCAGAAGATTCTGT TATTTTTACTGATAAAATTATTAGATCTAATGCTACTGT TGAACATTTGCATCCAATG

R R R R T N N N mm i mm v m AN R mnE R E A
GCTAAAATTTCAACAACCAT GACCAAAAGGT CTTCTAAGACAATAAAAATGACTAT TTTAATAAT CTAGAT TACGAT GACAACT TGTAAACGTAGGT TAC

Dral

Nsi 1 |

BfrBl | |

Xm1 Ndel | | |

|
GGTGATAATGTTTTGGTTGGT TCTTTTCCTAGAACT TTTTCTTTGAGAGATGGTGGT TATTATTCTTTTGT TGTTGATTCTCATATGCATTTTAAATCTG

R R R T T R NN N AN R R nEEN AR A AN
CCACTATTACAAAACCAACCAAGAAAACGAT CTTGAAAAAGAAACT CTCTACCACCAAT AATAAGAAAACAACAACT AAGAGT ATACGT AAAATTTAGAC

Ear 1 Bsml

| |
CTATTCATCCATCTATTTTGCAAAATGGTGGTCCAATGT TTGCTTTTAGAAGAGT TGAAGAAT TGCATTCTAATACTGAATTGGGTATTGT TGAATATCA

N A R A Rt R N R N E N R nnRA N
GATAAGTAGGTAGATAAAACGT TTTACCACCAGGT TACAAACGAAAATCTTCTCAACT TCTTAACGT AAGAT TATGACT TAACCCATAACAACT TATAGT

400

500

600

700

800
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801

901

1001

1101

1201

Acl 1

1301

Hi nd3
Dral M el Sac2 | Bl p1
||
ACATGCTTTTAAAACTCCAATTGCTTTTGCT TAACCGCGGAAGCTTAATTAGCTGAGCT TGGACT CCTGT TGATAGATCCAGTAATGACCTCAGAACTCC

R R N R N Nt N Rt N NN RN RN ERNEA N AR Ny
TGTACGAAAAT TTTGAGGT TAACGAAAACGAAT TGGOGCCT TCGAAT TAAT CGACT CGAACCT GAGGACAACTATCTAGGT CATTACTGGAGTCTTGAGG

Nhel BpulO

| |
ATCTGGATTTGI TCAGAACGCT CGGT TACCGCCCEECGT TTTTTAT TGGT GAGAAT CCAAGCT AGCT TGGCGAGAT TTTCAGGAGCTAAGGAAGCTAAAA

LECTEELE =L e e e e e e et e e e e > (e e =i e =i 1000
TAGACCTAAACAAGT CT TGOGAGCCAACGGOGGECCCGCAAAAAATAACCACT CT TAGGT TCGATCGAACCGCT CTAAAAGT CCTCGATTCCTTCGATTTT

TGGAGAAAAAAAT CACTGGATATACCACCGT TGATATATCCCAATGGCATCGTAAAGAACAT TTTGAGGCATTTCAGT CAGT TGCTCAATGTACCTATAA

R R R e R R R R R AN A R ey
ACCTCTTTTTTTAGTGACCTATATGGTGGCAACTATATAGGGT TACCGT AGCAT TTCTTGTAAAACT CCGTAAAGT CAGT CAACGAGT TACATGGATATT

Pvu?2 Dral
| |
CCAGACCGT TCAGCTGGATATTACGGCCTTTTTAAAGACCGT AAAGAAAAAT AAGCACAAGT TTTATCCGGCCTTTATTCACATTCTTGCCCGCCTGATG
|II||I||I*I|II||III*I||II||II*II||II||I*I|I||II|I*I||I||III*II||I||II*III||II||*||II||II|*I||II||II* 1200
GGTCTGCCAAGT CGACCTATAATGCCCGAAAAATTTCTGGCATTTCT TTTTATTCGT GT TCAAAATAGGECCGGAAATAAGT GTAAGAACGGGCGGACT
BspEl
Bsnl | Bsr D1

| |
AATGCTCATCCGGAATTTCGTATGGCAAT GAAAGACGGT GAGCTGGT GATATGGGATAGT GT TCACCCT TGT TACACCGT TTTCCATGAGCAAACT GAAA

R N A R R N N A RN TR ey
TTACGAGTAGGCCTTAAAGCATACCGT TACT TTCT GOCACT CGACCACTATACCCTAT CACAAGT GGGAACAAT GTGGCAAAAGGTACTCGTTTGACTTT

Bpmi
|
CGTTTTCATCGCT CTGGAGT GAATACCACGACGAT TTCCGGCAGT TTCTACACATATAT TCGCAAGAT GT GCCGTGT TACGGTGAAAACCTGGECCTATTT

U R R R R N T Nt AN AN AR R AR R N iy
GCAAAAGT AGCGAGACCT CACT TATGGT GCTGCTAAAGGCCGT CAAAGAT GT GTATATAAGCGT TCTACACCGCACAATGCCACT TTTGGACCGGATAAA
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BsnB1 Pf 1 ML Dral Msc1l
I I I I
CCCTAAAGGGTTTATTGAGAATATGT TTTTCGT CTCAGCCAATCCCTGGGTGAGT TTCACCAGT TTTGATTTAAACGT GGCCAATATGGACAACTTCTTC

401 [ LLErrreerr ettt e e e e e e e e e 1500
GGGATTTCCCAAATAACTCTTATACAAAAAGCAGAGT CGGT TAGGGACCCACT CAAAGT GGTCAAAACT AAAT TTGCACCGGT TATACCTGT TGAAGAAG

Ncol Sspl

GCCCCCGT TTTCACCATGGGCAAATAT TATACGCAAGGCGACAAGGT GCTGATGCCGCT GECGAT TCAGGT TCATCATGCCGT CTGTGATGGECTTCCATG

KO R R R N R N R R N RN N NN AR ey
CGGGGGCAAAAGT GGTACCCGT TTATAATATGCGT TCOGCT GT TCCACGACT ACGGCGACCGCT AAGT CCAAGT AGT ACGGCAGACACT ACCGAAGGTAC

Bsni Scal

| |
TCGGCAGAATGCTTAATGAAT TACAACAGT ACT GCGAT GAGT GGCAGGGECGEEECGTAATTTTTT TAAGGCAGT TAT TGGT GCCCT TAAACGCCT GGGGT

KO N N R R R R R N NN R RN gy
AGCCGT CTTACGAAT TACTTAATGT TGT CATGACGCTACT CACCGT CCCGOCCCGCAT TAAAAAAAT TCOGT CAATAACCACGGGAAT TTGCGGACCCCA

BpuEl Bnr 1
| |
AATGACTCTCTAGCT TGAGGCATCAAATAAAACGAAAGGCT CAGT CGAAAGACTGGECCTTTCGTTTTATCTGTI TGT TTGTCGGTGAACGCTCTCCTGAG

O N R N N e R R N RN A NN NN NN ERRNA RN vy
TTACTGAGAGATCGAACTCCGTAGT TTATTTTGCT TTCCGAGT CAGCT TTCT GACCCGGAAAGCAAAAT AGACAACAAACAGCCACT TGCGAGAGGACTC

Xbal
Eci 1 BsrB1 | BsnB1

| | | |
TAGGACAAAT CCGCCGCT CTAGAGCT GCCTCGCGCGT TTCGGT GATGACGGT GAAAACCT CTGACACAT GCAGCT CCCGGAGACGGT CACAGCTTGTCTG

KO N N R R R R R R A A R AR RN AN ey
ATCCTGT TTAGGCGGCGAGAT CTCGACGGAGCGCOGCAAAGCCACTACT GCCACT TT TGGAGACT GT GTACGT CGAGGGCCT CTGCCAGT GTCGAACAGAC

Drdl Bnrl PflF1
| |
TAAGCGGAT GCCGGGAGCAGACAAGCCCGT CAGGECGCGT CAGCGGEGT GT TGECGEGEGT GT CGGEECGCAGCCAT GACCCAGT CACGTAGCGATAGCGGAG

KO N N R R R R N R ARt AR AR AN R AN AR AR vy
ATTCGCCTACGGCCCT CGTCTGT TCGGECAGT COCGCGCAGT CGOCCACAACCGCCCACAGCCCOGCGT CBGT ACT GBGT CAGT GCATCGCTATCGCCTC
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2001

2101

2201

2301

2401

2501

Bst AP
Bst Z1 Apalil Ndel
I I | |
TGTATACTGGCTTAACTATGCGGCATCAGAGCAGAT TGTACT GAGAGT GCACCATAT GCGGT GT GAAAT ACCGCACAGAT GCGT AAGGAGAAAATACCGC

N S A A R A N AN N A RRNEERE R
ACATATGACCGAAT TGATACGCCGTAGT CTCGTCTAACATGACT CTCACGT GGT ATACGCCACACT TTATGGCGT GTCTACGCATTCCTCTTTTATGGCG

Sapl
Ear 1 Bsr Bl

|
ATCAGCCCCTCTTCCCCTTCCTCCCTCACTGACT CACTGCACT CGGT CTGT CGECT GCGGCGAGCGGT AT CAGCT CACT CAAAGGCGGTAATACGGT TAT

R R R R R N A RN R R N R RN E i mE N AR
TAGT COGCGAGAAGGCGAAGGAGCGAGT GACT GAGCGACGCGAGCCAGACAGCCGACGCCGCT CGCCATAGT CGAGT GAGT TTCCGOCATTATGCCAATA

BspLU Eci 1

| |
CCACAGAAT CAGGGGATAACGCAGGAAAGAACAT GT GAGCAAAAGGCCAGCAAAAGGCCAGGAACCGT AAAAAGCCCECGT TGCTGGCGTI TTTTCCATAG

R R A N R R R A AR AR
GGTGTCTTAGTCCCCTATTGCGTCCTTTCTTGTACACTCGT TTTCCGGTCGT TTTCCGGT CCTTGGCATTT T TCOGGCGCAACGACCGCAAAAAGGTATC

BpuEl Drdl

| |
GCTCCGCCCCCCT GACGAGCAT CACAAAAAT CGACGCT CAAGT CAGAGGT GGCGAAACCCGACAGGACT ATAAAGATACCAGGECGT TTCCCCCTGGAAGC

R R A R A NN R AR
CGAGGCGGGGEGACT GCTCGTAGT G TTTTAGCT GOGAGT TCAGT CTCCACCGCT TTGGGCTGT CCTGATAT TTCTATGGT CCGCAAAGGGGGACCTTCG

BssS1 Bci V1 Eci 1l

| | |
TCCCTCGTGCGCTCTCCTGT TCCGACCCT GCCGCT TACCGGATACCTGT CCGCCTTTCTCCCT TCGGGAAGCGT GECGCTTTCTCAATGCTCACGCTGTA

R R R R N R R R R RN A AN R N nNEAREE R AR
AGGGAGCACGCGAGAGGACAAGGCT GGGACGGOGAAT GBCCT AT GGACAGGCGGAAAGAGGGAAGCCCT TCECACCGOGAAAGAGT TACGAGT GOGACAT

BseYl ApalLl

|
GGTATCTCAGT TCGGT GTAGGT CGT TCGCT CCAAGCT GGECTGT GT GCACGAACCCCCCGT TCAGCCCGACCGCTGCGCCT TATCCGGTAACTATCGT CT

R R R R N R R R N EA A AN
CCATAGAGT CAAGCCACAT CCAGCAAGCGAGGT TCGACCCGACACACGT GCT TGGGEGEGGCAAGT CGGGECT GGOGACGCGGAATAGGCCAT TGATAGCAGA

2100

2200

2300

2400

2500

2600
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2601

2701

2801

2901

3001

3101

BpuEl Al wiN1

| |
TGAGT CCAACCCGGTAAGACACGACT TATCGCCACT GGCAGCAGCCACT GGT AACAGGAT TAGCAGAGCGAGGTATGTAGGECGGT GCTACAGAGI TCTTG

R R N R A R R AN R AR
ACTCAGGT TGGGCCAT TCTGT GCT GAATAGCGGT GACCGT CGT CGGT GACCAT TGTCCTAATCGT CTCGCTCCATACAT CCGCCACGATGT CTCAAGAAC

Eco57

|
AAGT GGTGGCCTAACT ACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCT CTGCT GAAGCCAGT TACCT TCGGAAAAAGAGT TGGTAGCTCTTGAT

R N A N N A RN A RN AN R NN AR RR AN
TTCACCACCGGAT TGATGCCGAT GTGATCT TCCT GT CATAAACCAT AGACGCGAGACGACT TCGGT CAATGGAAGCCT TTTTCTCAACCAT CGAGAACTA

BpuEl

|
CCGGCAAACAAACCACCGCTGGTAGCGGTGGT TTTTTTGI TTGCAAGCAGCAGAT TACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTC

R R R R A A R RN NN RN R
GGCCGT TTGT TTGGT GGOGACCAT CGCCACCAAAAAAACAAACGT TCGT CGT CTAATGCGCGT CTTTTTTTCCTAGAGT TCTTCTAGGAAACTAGAAAAG

BspHL Dral

| |
TACGGEGEGT CTGACCCT CAGT GGAACGAAAACT CACGT TAAGGGATTTTGGT CATGAGAT TATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAA

N R R R R e N R N m AN A m AR R nmEE
ATGCCCCAGACT GOGAGT CACCT TGCTTTTGAGT GCAATTCCCTAAAACCAGTACTCTAATAGT TTTTCCTAGAAGT GGATCTAGGAAAATTTAATTTTT

Dral

|
TGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACT TGGT CTGACAGT TACCAATGCT TAATCAGT GAGGCACCTATCTCAGCGATCTGICTATTTC

R R R R N st A N NN NN RN RNEE AR RN
ACTTCAAAATTTAGT TAGATTTCATATATACTCATTTGAACCAGACT GT CAATGGT TACGAAT TAGT CACT CCGT GGATAGAGT CGCTAGACAGATAAAG

Bsr D1
Ahd1l Bnr 1 Bsal Bpnil

| |
GTTCATCCATAGCTGCCTGACT CCCCGT CGT GTAGATAACT ACGAT ACGGGAGGGECT TACCAT CTGGCCCCAGT GCTGCAAT GATACCGCGAGACCCACG

U A R R A N N R NN NN EREAREAR AN
CAAGTAGGT ATCGACGGACT GAGGGGECAGCACAT CTAT TGATGCTATGOCCT CCOGAAT GGTAGACCGGGGT CACGACGT TACTATGGECGCTCTGGGTGL

2700

2800

2900

3000

3100

3200
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Bgl 1 Eci 1 Asel
I I I
CTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGECCGAGCGCAGAAGT GGTCCTGCAACT TTATCCGCCTCCATCCAGTCTATTAAT

Ao R R R R R R N N AR AN NN E RN ety
GAGTGGCCGAGGTCTAAATAGT CGT TAT TTGGT CGGTCGGCCT TCCCGGECT CGOGT CTTCACCAGGACGT TGAAAT AGGCGGAGGTAGGT CAGATAATTA

Acl 1
Fspl | Bsr D1

| |
TGI TGCCGGGAAGCTAGAGT AAGTAGT TCGCCAGTI TAATAGT TTGCGCAACGT TGT TGCCAT TGCTACAGGCAT CGT GGTGTCACGCTCGTCGT TTGGTA

Lo N N R L R R R R e R NN NN R AN N AR st
ACAACGGCCCT TCGAT CTCAT TCATCAAGCGGT CAAT TATCAAACGCGT TGCAACAACGGT AACGAT GT COGT AGCACCACAGT GCGAGCAGCAAACCAT

Pvul

|
TGGCTTCATTCAGCT CCGGT TCCCAACGAT CAAGCCGAGT TACATGATCCCCCATGT TGT GCAAAAAAGCGGT TAGCTCCTTCGGT CCTCCGATCGT TGT

3401 [ LLEEEEEr=tr e =t et e e e e e e e e e e i 3500
ACCGAAGT AAGT CGAGGCCAAGGGT TGCTAGT TCCGCTCAAT GTACT AGGGGGT ACAACACGT TTTTTCGCCAAT CGAGGAAGCCAGGAGGCTAGCAACA

Btsl Btsl

| |
CAGAAGT AAGT TGGCCGCAGT GT TATCACTCATGGT TATGGCCAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGT

Lo B R s R R N R R N N AN AN AR NN RN ooy
GTCTTCATTCAACCGGCOGT CACAATAGT GAGT ACCAATACCGT CGT GACGT AT TAAGAGAAT GACAGT ACGGT AGGCAT TCTACGAAAAGACACT GACCA

Scal Bcgla Bcglb

| | |
GAGTACTCAACCAAGT CATTCTGAGAATAGT GTAT GCGGECGACCGAGT TGCT CT TGCCCGGRCGT CAATACGGGATAATACCGCGCCACATAGCAGAACT T

3601 [ LLLLIEEE=trr et r=eee et e e et e e e = e e e e =i f 3700
CTCATGAGT TGGT TCAGTAAGACT CTTATCACATACGCCGCT GECT CAACGAGAACGGGCCGCAGT TATGCCCTAT TATGGCGCGGT GTATCGT CTTGAA

EcoK

Eco57 |

Xm1 Apall |

Dral Acl 1 BpuEl BssS1 | |

| | | |
TAAAAGT GCTCATCATTGGAAAACGT TCT TCGEGGCGAAAACT CTCAAGGAT CT TACCGCT GT TGAGAT CCAGT TCGAT GTAACCCACT CGT GCACCCAA

A N N R R N st R R N AR R R AR oy
ATTTTCACGAGTAGTAACCTTTTGCAAGAAGCCCCGCT TTTGAGAGT TCCTAGAAT GGOGACAACT CTAGGT CAAGCTACAT TGGGT GAGCACGTGGGT T
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CTGATCTTCAGCATCTTTTACTTTCACCAGCGT TTCT GGGT GAGCAAAAACAGGAAGGCAAAAT GCCGCAAAAAAGGGAAT AAGCGECGACACGGAAATGT

3801 [ LLLIEEEE<Er et =t e e e =i e = e e e if> 3900
GACTAGAAGT CGTAGAAAAT GAAAGT GGTCGCAAAGACCCACTCGT TTTTGTCCTTCCGT TTTACGGCGT TTTTTCCCTTATTCCCGCTGTGCCT TTACA

Bsr Bl
Bci V1 |
Ear 1 Sspl BspHL |

1
TGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCATTTATCAGGGT TATTGI CTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAAC

3901 [{LLLETIT*FEr e r=tee e =t e et e e e e e e et e e e e e e e e e < e 4000
ACTTATGAGTATGAGAAGGAAAAAGT TATAATAACTTCGTAAATAGT CCCAATAACAGAGTACTCGCCTATGTATAAACTTACATAAATCTTTTTATTTG
Aat 2 BspH1 BssS1
| | |
AAATAGGGGT TCCGCGCACATTTCCCCGAAAAGT GCCACCT GACGT CTAAGAAACCATTATTATCATGACATTAACCTATAAAAATAGCCGTATCACGAG
0 I I O R R R R R R R R RN RN NN R T R R R el
TTTATCCCCAAGGCGCGT GTAAAGGGGCTTTTCACGGTGGACTGCAGATTCTTTGGTAATAATAGTACTGTAATTGGATATTTTTATCCGCATAGTGCTC
Bbs1

|
GCCCTTTCGTCTTCAC

4101 [[[LIITTE=TIilr] 4116
CGGGAAAGCAGAAGTG

Found:
Aat 2 Acc65 Acl 1 Ahd1l Al wiN1 Apall Asel BantH1 Bbs1 Bcgla Bcglb Bci V1 Bf r B1 Bgl 1
Bgl 2 Bl p1 Bnr 1 Bpni BpulO BpuEl Bsal BsaB1 BsaXa BsaXb BseR1 BseYl Bsmi BsnB1
BspEl BspH1 BspLU BsrBl Bsr D1 BssS1 Bst AP BstZ1 Btsl Dral Drdl Ear 1 Eci 1 Eco57
EcoK Fspl Hi nd3 Kpnl M el Mscl Ncol Ndel Nhel Nsi 1 Pfl F1 Pf | ML Psi 1 Pvul

Pvu2 Sacl Sac?2 Sap1l Scal Smal Sph1 Sspl Xbal Xhol Xmm1
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Uni que:

Aat 2
BsaBl1

Ncol

Acc65

BsaXa

Nhel

Not found:

Aar 1
BrgB1
EcoN1

Not 1

Sgf 1

Excl uded

Accl
BsaAl
Bsr F1

Fok1
Hpy C4
PpuML
TspR1

Af el
Bsgl
EcoR1
Nrul
Sgr Al

by site

Aci 1
BsaH1
BssK1l

Hae?2
Hpy C5

Rsal

Ahd1

BsaXb

Nsi 1

Afl 2
Bsi WL
EcoRV

Pacl
SnaB1

Al wiN1
BseR1

PflF1

Agel
BspML
ScFRT

Prel

Spel

conpl exity:

Afl 3
BsaJl
Bst F5

Hae3

Mae3
Sau3A

Al ul
BsaWL
Bst N1

Hgal

Moo2
Sau96

BantH1

BseY1l

Pf 1 ML

Al el
Bsr GL
Fsel
Pm 1
Srfl

Al wl
BseMp
Bst Ul

Hhal

whl 1
Sf aNL

Bbs1
BspEl

Psi 1

Apal
BssH2
FspAl
PshAl

Stul

Apol
Bsi E1
Bst Y1
Hi nc2

Msel

Sfcl

Bcgla
BspLU

Pvul

Ascl
Bst B1
Hpal
PspOM
Swal

Aval
Bsi H1
Bt gl
Hi nf1l
Msl 1
Sm 1

Bcglb
Bst AP

Pvu2

Asi S1
Bst E2
I _Ceu

Pst1
Pl Sce

Ava2
Bsl 1
Cac8
H nP1
MspAl
Styl

Bf r B1
Bst Z1

Sacl

Avr 2
Bst X1
Kas1
Rsr 2
Xcnil

Banl
BsmAl
CviJl

Hpa2

Mno 1

Taql

Bgl 1
EcoK

Sac?2

Baela
Bsu36
| oxP
Sal 1

Ban2
Bsnf1
Ddel
Hphl
Nci 1
Tat 1

Bgl 2
Fspl

Sapl

Baelb
_Chi
M ul

SanD1

Bbv1
Bspl2
Eael
Hpy 99
Nl a3
Tfil

Bl p1
H nd3

Smal

BbvCl
dal
Nael
Sbhf 1

BceAl
BspCa
EcoOl
Hpy 1
N a4
Tsel

BpulO
Kpnl

Xbal

Bel 1
Dr a3
Nar 1
SexAl

Bf al
BspCh
Faul
Hpy 3
Nsp1l
Tsp45

Bsal
Mscl

Xhol

Bf uAl
Eagl
NgoM4
Sfil

Bnel5
Bsr 1
Fnu4H
Hpy C3
Pl el
Tsp50



